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Table S1 Primers specific for the genetic manipulation of TtCel7, C220A and ∆B3
	Primer name
	Primer sequence (5′→3′) a

	TtCel7-forward 
	GAGAGGCTGAAGCTTACGTAGAATTC

	TtCel7-reverse 
	AGGCGAATTAATTCGCGGCCGC

	C220A-froward
	GGCTGGACCATACTTAGCTGAGGGTGT

	C220A-reverse 
	GCTAAGTATGGTCCAGCCTTGGAACAA

	∆B3-froward 
	CTCATCCTTGTTCCAAGGCTGTATGTGATAAGAATGGTTGCGCCTG

	∆B3-reverse 
	CAACCATTCTTATCACATACAGCCTTGGAACAAGGATGAGGAG


a The restriction sites are underlined
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Fig. S1 SDS-PAGE analysis of the TtCel7 and its mutants. Lanes: M, the molecular mass standards; 1, TtCel7; 2, C220A; 3, ∆B3.
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Fig. S2. The Ramachandran plot of TtCel7 (a) and its mutants C220A (b) and ∆B3 (c). The top left and right are Ramachandran plots of the protein and glycine, and the bottom left and right sub-panels show the dihedral distribution of residues preceding proline and proline, respectively.
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[bookmark: _Hlk122253336]Fig. S3 (a-c) PCA plots of the five dynamic states of TtCel7, C220A, and ∆B3. (d-f) Residue dynamic cross-correlation map (DCC) of the wild type TtCel7 and its mutants C220A and ∆B3. “1” and “‒1” indicate that there is a strong positive and negative correlation between the two positions, that is, the motion direction between the two residues is the same or opposite; “0” indicates that there is no correlation between the two changes.
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