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Figure S2

Hmga2-highSPC-high
G2 G3G1 G4

N
or
m
al
iz
ed
ge
ne
Ex
pr
es
si
on

Hmga2-highSPC-high
G2 G3G1 G4

Hmga2-highSPC-high
G2 G3G1 G4

U
m
ap
2

Umap1
U
m
ap
2

Umap1

C

C
hr
om
Va
rM
ot
if
sc
or
e

R
eg
ul
on
Ex
pr
es
si
on
Sc
or
e

A

B

−3

0

3

6

Nfkb1 scATAC chromVar motif score

0

1

2

Nfkb1 Gene Expression

0.0

0.1

0.2

Nfkb1 Regulon Expression

U
m
ap
2

Umap1

0.5
0.0

1.0

2.0
2.5

1.5

-2
-4

0

4

2

0.05
0.00

0.10

0.20
0.25

0.15



Figure S3
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