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	Test samples
	Concentration (µg/ml)
	Mean % of inhibition ± SD

	
	
	Protein denaturation test
	Heat induced haemolysis
	Hypotonicity induced haemolysis

	EDME
	600
	37.4 ± 1.79***
	16.3 ± 1.90***
	19.5 ± 3.26***

	
	800
	43.4 ± 2.94***
	23.1 ± 2.55***
	32.6 ± 6.3***

	
	1000
	48.2 ± 3.74***
	33.6 ± 2.55***
	58.1 ± 3.39***

	a Diclofenac sodium
	100
	57.6 ± 3.70***
	--
	--

	b Indomethacin
	200
	--
	45.6 ± 2.36***
	67.2 ± 1.45***


Title: Supplementary File 6.
Description: Percentage inhibition of EDME in protein denaturation and membrane stabilization (both heat-induced and hypotonicity-induced) as compared to standard drugs.


*** indicates p ≤ 0.001. 
a Diclofenac sodium served as a standard drug for anti-protein denaturation agents. 
b Indomethacin served as a standard drug for membrane stabilizing activity.

