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Supplementary Methods 
GWAS information
Educational attainment 
Data for educational attainment was taken from the GWAS of 293,723 participants (Okbay et al., 2016). This study meta-analysed summary statistics from 64 samples spanning 15 different countries. All subjects were of European descent and reported their educational attainment when they were aged 30 or above. The reported qualifications were categorised into one of seven bands based on the 1997 International Standard Classification of Education (ISCED) scale (UNESCO, 2006). These categories were then used to map the equivalent number of years in schooling. Findings from the initial cohort identified 74 independent genetic variants associated with years of schooling (mean=14.3, SD= 3.6). In subsequent analyses, data were combined with those of 111,349 participants from the UK-Biobank to increase the number of associated independent SNPs from 74 to 162. 
Sample overlap between participants in either the education attainment discovery, or discovery and replication cohort was 8.6% with the intelligence GWAS. The intelligence GWAS used the second release of UKB participants and therefore sample overlap with the interim release included in the educational attainment GWAS was minimal. 
[bookmark: _Hlk66094437]Intelligence 
For intelligence, data were derived from the largest GWAS of intelligence to date (n = 269,867) (Savage et al., 2018). This meta-analysis of 14 cohorts identified 242 lead SNPs at genome-wide significance, located across 213 independent genomic risk loci (after merging regions <250 KB apart, r2=0.1). Various neurocognitive tests of logical, verbal, spatial, and technical ability were included, such as the forward and backward digit span, however, genetic correlations between cohorts were considerable (mean = 0.67). There was also no evidence to suggest heterogeneity across cohorts in the SNP associations. Approximately 3.5% of the participants from the intelligence GWAS were included in the educational attainment cohorts.   
Wellbeing
Wellbeing data was taken from the multivariate genome-wide-association meta-analysis (GWAMA) (Baselmans, Jansen, Ip, van Dongen, Abdellaoui, van de Weijer & Bao et al., 2019). This study used the widely documented genetic overlap between four traits, positive affect, life satisfaction, depression, and neuroticism, to run two novel methods: An N-weighted multivariate GWAMA (N-GWAMA) and a model-averaging GWAMA (MA-GWAMA). The N-GWAMA was used to identify a unitary effect of the SNPs on all traits, which they collectively refer to as the wellbeing spectrum. For these analyses, the estimated SNP effects on neuroticism and depressive symptoms were reversed. The authors identified 231 independent loci associated with the wellbeing spectrum. For the MA-GWAMA, the unitary effect assumption was relaxed, and instead trait-specific estimates were generated for each SNP. This resulted in 148 independent loci for life satisfaction, 191 for positive affect, 263 for neuroticism, and 239 for depressive symptoms. N-GWAMA and MA-GWAMA are complementary methods that can be used together. We therefore explore associations using data from both, taking the N-GWAMA estimates of the wellbeing spectrum first, and then exploring specific estimates for positive affect and life satisfaction in follow-up analyses.  
Sample overlap between participants from the wellbeing GWAS and those included in the educational attainment discovery GWAS is approximately 11.3%. This increases to approximately 16.1% for the educational attainment discovery and replication GWAS. Sample overlap between participants included in the wellbeing and intelligence GWAS is estimated to be 8.3%.
Analyses using 405k educational attainment GWAS.
For these analyses, a total of 162 independent SNPs were available for educational attainment, of which 152 were identified in the intelligence GWAS. Following data harmonisation, 59 SNPs remained. For analyses exploring possible casual effects of intelligence on educational attainment, there were 210 SNPs available in both GWAS, of which 186 SNPs were available after 24 palindromic SNPs were removed during data harmonisation.

Results
Univariable MR testing causal associations between intelligence and educational attainment
Prior to investigating effects on wellbeing, univariable MR was first used to confirm the bidirectional relationship between educational attainment and intelligence (Anderson et al., 2020). Analyses revealed strong causal effects of educational attainment on intelligence, and vice versa (Supplementary Table 1). Effect sizes were twofold greater for educational attainment on intelligence, aligning with previous findings (Anderson et al., 2020). There was also strong evidence of heterogeneity in the causal estimates for both directions, also replicating previous findings.
 Univariable MR testing causal associations between educational attainment and wellbeing
While univariable analyses did not replicate using MR-Egger, this is unlikely to be a result of directional pleiotropy. Directional pleiotropy is accounted for in MR-Egger, therefore if directional pleiotropy is present, it can result in the removal of any causal effects. This seems unlikely based on the current findings as the MR-Egger intercept did not differ from zero. The funnel plots also provided evidence of balanced pleiotropy and there was no evidence in the forest plots to suggest that associations were strongly driven by one single-nucleotide polymorphisms (SNP) (see Supplementary Figures 1 and 2). These combined findings suggest that associations are unlikely to be significantly driven by directional pleiotropy. It is also important to note that Steiger filtering revealed that all educational attainment SNPs were more associated with educational attainment than wellbeing, and only 4 out of a total 147 wellbeing SNPs (2.7%) explained more of the variance in educational attainment than wellbeing. Analyses repeated after removing these SNPs revealed consistent results (see Supplementary Table 3), suggesting minimal bias from reverse causation. It is therefore likely that findings reflect measurement error, as evaluated by the low regression dilution I2 statistic (see Supplementary Table 2). Only 4 out of a total 147 wellbeing SNPs (2.7%) explained more of the variance in educational attainment than wellbeing. Analyses were repeated after removing these SNPs and results were largely consistent (see Supplementary Table3). 
