Table 4 Main Functional enrichment analysis of top candidate genes for epileptogenesis in humans and  rat models
	Category
	Term
	p value
	q value
	
	
	

	GO_BP
GO_BP
GO_BP
GO_BP
GO_BP
GO_BP
GO_BP
GO_BP
GO_BP
GO_BP
GO_BP
GO_BP
GO_BP
GO_BP
GO_CC
GO_CC
GO_CC
GO_CC
GO_MF
GO_MF
GO_MF
GO_MF
	regulation of vesicle-mediated transport 
Neurogenesis
neuron differentiation
system development
regulation of neuron differentiation
regulation of synaptic vesicle cycle
regulation of exocytosis
Behavior
regulation of postsynapse assembly
regulation of postsynaptic specialization assembly
glutamate secretion
regulation of neurotransmitter secretion
synapse assembly
positive regulation of neuron projection development
integral component of synaptic vesicle membrane
intrinsic component of presynaptic membrane
site of polarized growth
growth cone
structural constituent of synapse
phospholipase binding
voltage-gated potassium channel activity
structural constituent of postsynapse
	4.9E-6
4.7E-6
4.3E-6
4.1E-6
3.0E-6
2.5E-6
2.1E-6
2.0E-6
1.8E-6
1.8E-6
1.6E-6
1.5E-6
1.3E-6
1.0E-6
1.2E-5
2.9E-5
2.9E-5
2.7E-5
2.0E-4
9.5E-3
4.1E-4
4.8E-4
	5.3E-5
5.3E-5
4.8E-5
4.6E-5
3.5E-5
2.9E-5
2.6E-5
2.4E-5
2.2E-5
2.2E-5
2.1E-5
2.0E-5
1.8E-5
1.4E-5
1.5E-5
7.8E-5
7.8E-5
7.4E-5
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6.0E-3
6.6E-3
6.8E-3
	
	
	


GO_BP gene ontology, biological process,  GO_CC gene ontology, cellular component,GO_MF gene ontology, molecular function
