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	Locus
	Repeat Motif
	Primer Sequence
	Size range(bp)
	Ta (℃)
	GenBank No.
	Reference

	Sosp01
	(GGAT)17GCAT(GGAT)2
	F: GCCAACACCCTCAACAAGAT
R: ACCAACTGATGCACCTTCTG
	244-260
	64
	GU301255
	[80]

	Sosp04
	(TGTC)6
	F: GGTTGATGGGGATGTTTCTG
R: CTTCTTGAGCTTGGGGTCAC
	175-203
	60
	GU301258
	[80]

	Sosp14
	(CTAT)16
	F: GGGCTTTCTGGCAAAGATATG
R: AAAAAGGGGCTTAGGTCCAG
	210-250
	60
	GU301268
	[80]

	Sosp13
	(GATA)13 
	F: AGGGAGGAGGCAGAAAATGT
R: GAGGTGTTTTTCGCTGATTTG
	181-205
	57
	GU301267
	[80]

	Mme2
	(TG)30 
	F:ATCAGAGATTCCTGCTACACACCC
R:GAAATTGTATCCGCCACCTCATTC
	124-164
	57
	AF127377
	[81]

	Mme12
	(CCCACA)13 
	F:AGGGACTGTCACTGTGGGACTGAAG
R: TGGCTTTATGGAACAAGGCATC
	188-240
	64
	AF127385
	[81]

	Cuµ4
	(GT)16 
	F:AATTGCATAAATGTGATCCAC
R:AAATGAAATGTGGTAGAATTCC
	132
	55
	
	[82]

	Mme8
	(TG)3 TC (TG)13
	F: TCATGGAGATGGGTGAATGCC
R: TGAATCAGCAGCACACACAACC
	208-229
	57
	AF127382
	[81]

	Sosp02
	(CTGT)6 (GT)3
	F: AAACTCGCGTCTTTGCTAGG
R: CAGGTGTCCTGCAGATGTTG
	156-172
	64
	GU301256
	[80]

	Dpµ16
	(AC)12(GC)4ACGCAC(GC)2
	F: ACAGCAAGGTCAGAATTAAA 
R: AACTGTTGTGTCTGAGCCT
	149-171
	60
	
	[83]

	Escμ01
	(CA)18
	F: TTCTCTTGGTCTATGGAAGGTG
R: GCTTGAAAGACAGTCACCAGG
	130-170
	57
	AF193537
	[84]

	Escµ03
	(TC)17
	F:ACTCTGACAGAGTTTTTCTGGT
R:TGCTTGTGGTTGTCAAGAT
	134-150
	50
	
	[84]

	Escµ04
	(TG)15
	F:TTCCCTCACAATTTTCCGAC
R:TATGTGCTGAAGTGAACCATCC
	172-194
	50
	
	[84]

	Ecit2
	(GT)n
	F: TTCAGCCAAGACAGATAAAAA
R: CACTTTCAGATGCCATTTCAG
	127-147
	56
	EF055474
	[85]

	LS2
	(CA)n
	F:CTCAAACTGAAAATGTAGATTCACC 
R: TTTACATTTTTTCCCATGAGGC
	182-188
	50
	
	[86]





