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	Gene
	Genbank
Accession No.
	Primer sequence
	Amplicon (bp)
	Tm (C)
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rolC


virD


PAL


PAL2


RS


RS3


WRKY31


MYB36


ERF3


STH2


PR2


Ef1a


	
CP019703.3 


CP019703.3 


CM004386.1 


GU477587.1


XM_025765547.2


L00952.1


AF227963.1


XM_025787419


XM_025842739.2


XM_025775355.2


XM_025836331


XM_025774474.1


XM_025819237


	
F:  5’- ATTTCCAGAAAAGGTGGGCC-3’
R:  5’- GTGATGCCGCAAGCAATGAC-3’

F:  5’- CGTCCAGCGATGAGCTAAAG-3’
R:  5’- GCTGGTTGCTGGCATAAAGG-3’

F:  5’-ATGCCCGATCGAGCTCAAGT -3’
R:  5’- CCTGACCCAAACATCTCGGCTGCCCA-3’

F:  5’- TGATTGCACTTTGCCAAGCC-3’
R:  5’- TCTTGATGGGTGGAGTTCGC-3’

F:  5-‘ GGGTGAGGGAGAGCATGGAC -3’
R:  5-‘ CTGCCCTTGTTGCTGTGTGG -3’

F:  5’- CGATGGAGCTGCTGCGATTA-3’
R: 5’- GCTGCCAGGGACAAGTTTTT-3’

F:  5’- ACCACTGGTGAAGGACTTGAT-3’
R:  5’- TCTCGAGTTATATGGCCACACTG-3’

F:  5-‘ TGGCTTCCGGTTGTCCAGTT -3’
R:  5-‘ GGTGGCAAAGGGTGGTTGTG -3’

F:  5-‘ ACATTGATCTACTTCGTCACTGGT -3’
R:  5-‘ GAGTGAGAGGGAGAGGAACGAG -3’

F:  5-‘ CATCACACCAACCTCATCAAAAGA-3’
R:  5-‘ AGTCTTTGATCTCTGCAATCCA-3’

F:  5-‘ AGGAGATGGAGAAGCTGGAACC -3’
R:  5-‘ CCTCCATCACTAGTGGCCTCA -3’

F:  5-‘ AAGGATGCTGACTCCCTCAC-3’
R:  5-‘ TGCCTCCACTTTGTGCAAGA -3’

F:  5’- CAGAACTGGGTTCTAGATCG-3’
R:  5’- AGCAGTGTAGGACAAGTCCT-3’
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