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Supplementary 2: Genes with the same variants in more than one selected family with allele frequency and predicted function. OR6Y1, OR10Z1and OR5K4 are genes presented with lower Allele frequencies (<1%) and classified functionally as of uncertain significance by ACMG.  Regardless to allele frequency OR5A1 was the only variants that was considered probably damaging.

	GENE
	ID
	Allele Frequency
	GENOME DATA
	ACMG classification 

	OR6C68
	rs7133698
	0.527
	Benign
	Benign

	OR2T27
	rs28533004
	0.5173
	Uncertain significance 
	Uncertain significance 

	OR5H1
	rs9845327
	0.8204
	Benign
	Benign

	OR5K3
	rs144759043
	0.4665
	Damaging
	-

	OR4D2
	rs60994383
	0.361
	Benign
	Benign

	OR7A10
	rs10221530
	0.07957
	Likely Benign
	Likely Benign

	OR6Y1
	rs41273491
	0.08157
	Damaging 
	Uncertain significance

	OR10R2
	rs6679056
	0.4777
	Benign
	Benign

	OR10Z1
	rs857685
	0.08921
	Damaging 
	Uncertain significance

	OR5K4
	rs11288615
	0.0000046
	Damaging
	Uncertain significance

	OR52M1
	rs2657167
	0.5458
	Benign
	Benign

	OR5AN1
	rs7941190
	0.5267
	Damaging 
	Benign

	OR5A1
	rs6591536
	0.466
	Probably damaging 
	Probably damaging 

	OR2V2
	rs140598308
	0.1496
	Benign
	Benign

	
	
	
	
	




