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Supplementary Figure S1. Principal component analysis (PCA) and t-distributed stochastic neighbor embedding (tSNE) analysis revealed an effective clustering ability of PANRG-score risk signature in the TCGA (A, B) and ICGC (C, D) cohorts. 
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Supplementary Figure S2. The results of function enrichment analysis in the low-risk subgroup using the GSEA software program.

[image: ]
Supplementary Figure S3. The web-based calculator of established nomogram featuring PANRG-score and clinicopathological parameters of HCC patients.
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Dynamic Nomogram

https://yongguangwei.shinyapps.io/DynNomapp/





