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Figure S1. MeJA supplementation maintained the better internal appearance (A), reduced the CI development (B), and elevated the firmness (C) in peach fruit. Data are shown to be the mean ± standard deviation. Values not with the same letter are with significantly difference at 5% level. 
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Figure S2. MeJA supplementation promoted the gene expression of PpMsrs in peach fruit. Data are shown to be the mean ± standard deviation. Values not with the same letter are with significantly difference at 5% level.
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Figure S3. Relative expression of PpMYB105 in three independent T3 transgenic lines and WT tomato plants. Relative expression values of PpMYB105 were calculated by qRT-PCR analysis. The PpMYB105 expression value in OE-2 was set to 1 for normalization. Data were shown to be the mean ± standard deviation. Values not with the same letter are with significantly difference at 5% level.
Data S1. Promoter nucleotide sequences of PpMsrA1. The MYB binding site (TAACTG) is marked by red. The selected sequences (the MYB binding site and adjacent nucleotides) for Y1H assay are underlined. Translation start site (ATG) is shown in blue.
AGACTATTGAGGGTCCCTAGTTAATGTATAAATCCCTACATTCATGGACTGTTGGAACCAAAAAAATTGGCGCATCATTCCATAATTATGATGAGAGTCAATGGGAAGAAAAAAAAAAAGATTGTTTTGATTGTTTTTTCTTTTCATTTTGAGGAAAAATCTACAGAAACACTTAAATCACATTTGCAATATGGAAGGTGCAAGATTTGTGTTGAGTGTCTGCACAAGCAAACTAATTTCTCATCTTAATTTCTTGTACAAAGCAAACAAGTATATATGTTGTTGGCAAAGTCGGCAAAAAGAGAGTTTGGAGTTGGAGGTGTTTAACTGCTCACCAACTTGCTTATGAGGAACAATATATGTACTTTGAATTGATAAAAAATGCAAGTCATTCACACAGTTGAAGTTAGGTCATCTAATAATAGGAAATCCTCAAACATATAAATCTATAAAATGAAATCCCCGTCTTATGTTTTATCTCATCTTACATTACATTCTCATTCTCCATTGAAATGGGAAGGCTGCTTCCAGTTCTTGTTTTTGGTCTTGCTGTCCTTGGATTTGCATTGACATGCTCTGCTACAACTTACACAGTGGGGGACACCTCTGGCTGGGACATAAGCACTGACCTCAATACATGGTCCAACGACAAAAAATTTAACGTTGGCGATATTCTGTGTAAGTTAAAGTTATACTATACATTCAATTTGAATTAAGCAATTTGTTGTCTTTAATTTTTGTTTTGTTTTGGGTTTATTTCTGGTTGCAGGGTTCCAATACTCATCATCTAATAGTGTTAGTCAAGTGAGCAAAGAAAGCTTTGAGAGTTGCAACACAACCAATGTTGTGAAATCATATACAGGGGGAAACACAACGGTCACATTGACACATGCTGGTGACTGGTATTTTGTGAGTGGTAACAAGCTATACTGCTTGGGAGGGATGAAGCTCCATGCAGAAGTAGAAAACAACCAAGCTTATGCGCCGGCTGGCGCACCACAGGCAGCAACTGGTTCCGGCCAAGGGGATCATCTTCCACAACCTACTTCTAAGAGCAACGTTCCTACTTCAAGTGCATTCATCAACTGTGGACCTAATGTCTTTCTTTTGGCTATCTTAGGTCTTATAGCTTCCATGCTATATACGGATGTTAAAATGTGAGTCCTTGTATGAATATATATAGCAGCTGCAGTTTTTGAAATAACAAAAATTTCCAAATCTCCTTAGTTTTGGTGTGCTAATTTAGTATATGATTGTATTAGATCAGGAAAGAAAGAATCTTTGATAAAGAATAGATGTAAACTTTCGTTTTCTACACAAAGAAACGGGTCAAATACAACTATAATTGATTTTATTATCATCTAATCTGTAGTTGTAGCTACATTAACCACTACCAACAGCATGTCATTTTGGTTAAACCGACATTGCTTACATCAAACCAAAGCTTTGACTTTCTTCTACTCTTCAACTTGTAAAGAAAGAAAACCAAAAAAGAGTTGTAAAAGAAACAGAAACCCTGAACAATGCTTTGGAAGACCTTAATATTATTTGGTCTTTTTTTCTTGATGACATTGTGATTGTGAAAGTAATGGTCTCCCAACATTGTTTAAAAGAGGAAACTTGTTGCTTTTTCTTAAACAACCTGTATTTTCCATTCTTATCCTCCCGCGGTCCCACCTCATGTGTGTGGGTAGGTACCCGCCAAGTTGCCAGAAGGCGCCACACAATTCCTGAACAGAAACAAAACAAATAAGTTGAAGAAAATCTTGGAGAAGAAGACCATCGTTTTAATTTCCATAGGCCAGAAAAGAAAGCAAAATATTCTGTATAATTTTCATTTTCGATTAAAAAAATAATTGTGAATAACTACCTCCCAAGACGAAACTCTCACTTTAGCCCGAAATAAAACCAACACGTCACACCCGAAAATG
Table S1. The identification and quantification of PpMsrs following MeJA supplementation by transcriptome.
	Gene ID （LOC）
	Gene

Description
	 Log2Fold change 

	
	
	7 d
	14 d
	21 d
	28 d
	35 d

	18785009
	Peptide methionine sulfoxide reductase A1
	2.01±0.21
	1.98±0.11
	2.43±0.18
	2.28±0.13
	2.41±0.20

	18779026
	Peptide methionine sulfoxide reductase B1
	1.11±0.07
	1.18±0.08
	1.23±0.16
	1.36±0.14
	1.28±0.11

	18793651
	Peptide methionine sulfoxide reductase A5
	1.24±0.11
	1.09±0.16
	1.26±0.23
	1.27±0.15
	1.16±0.08

	18792802
	Peptide methionine sulfoxide reductase B5
	1.06±0.11
	1.26±0.12
	1.46±0.09
	1.28±0.12
	1.38±0.12


|log2Fold change|≥1 represents up-regulation, while 0＜|log2Fold change|＜1 represents no statistical difference.

Table S2. The primers in qRT-PCR in peaches.

	Gene
	Accession number
	Primer name
	Primer sequences (5’→3’)

	PpMsrA1


	XM_007218770.2


	Sense
	CCACCAACCACTCTGAGGTC

	
	
	Antisense
	GAGACAACAGCTCGGTTCCA

	PpMsrB1


	XM_007212038.2


	Sense
	GCAGCGACGTCCTCTATCAG

	
	
	Antisense
	ACGTCTCCTGCGGTTTCAAT

	PpMsrA5


	XM_007227483.2


	Sense
	ATGGAAGAAGCGGCTTACCC

	
	
	Antisense
	TTCCGTGCGAGGCATGATTA

	PpMsrB5

	XM_020570828.1

	Sense
	GGCTCGCACGTTCTCAAATC

	
	
	Antisense
	ACGCTTGAGATGGGTCTTGG

	PpMYB105
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	KF999986.1
	Sense
	AAAACTACTGGAGCACCCGA

	
	
	Antisense
	GGAGCTGGGCTACTCAAACAAT

	β-actin

	XM_007211382.2

	Sense
	GTTATTCTTCATCGGCGTCTTCG

	
	
	Antisense
	CTTCACCATTCCAGTTCCATTGTC


Table S3. The primers in qRT-PCR in tomatoes.

	Gene
	Accession number
	Primer name
	Primer sequences (5’→3’)

	SlMsrA1


	JN033214.1   

	Sense
	TAGGCACCTACCTCTGTGCT



	
	
	Antisense
	GACCAAGATGGCCTCCACAA

	β-actin

	 AB695290.1
	Sense
	GAGCACGGAATTGTCAGCAA

	
	
	Antisense
	AGGGGCTTCAGTTAGGAGGA
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