Table S1 Statistics of sequencing data.
	Sample_ID
	PE_Reads
	Raw_Tags
	Clean_Tags
	AvgLen (bp)
	GC (%)
	Q20 (%)
	Q30 (%)
	Effective (%)

	FF
	289872
	260636
	242231
	446
	55.49
	97.15
	94.36
	83.56

	FL
	251783
	226456
	210727
	446
	55.48
	97.16
	94.4
	83.69

	FS
	228605
	204996
	190359
	446
	55.5
	97.13
	94.32
	83.27

	KF
	271963
	240929
	222759
	446
	55.47
	97.02
	94.17
	81.91

	KL
	182379
	165342
	154073
	446
	55.46
	97.15
	94.37
	84.48

	KS
	165882
	145536
	134281
	446
	55.48
	96.96
	94.07
	80.95


(Sample_ID: sample name; FF: ‘Fengzao’ fruit; FL: ‘Fengzao’ leaf; FS: ‘Fengzao’ shoot; KF: ‘Kyoho’ fruit; KL: ‘Kyoho’ leaf; KS: ‘Kyoho’ shoot. PE_Reads: number of two-end reads obtained by sequencing; Raw_Tags: number of original sequences obtained by splicing two-end reads; Clean_Tags: The number of optimized sequences obtained after the original sequences are filtered; AvgLen (bp): average sequence length of sample; GC (%): GC content of the sample, that is, the percentage of G and C bases in the total base; Q20 (%): the percentage of bases with mass value greater than or equal to 20 in the total number of bases; Q30 (%): the percentage of bases with mass value greater than or equal to 30 in the total number of bases; Effective(%): percentage of Clean_Tags to PE_Reads.)


Table S2 Sequences of each representative OTU
	No.
	OTU
	Sequence

	1
	OTU1418 FF_26967
	ACTCCTACGGGAGGCAGCAGTGGGGAATTTTTTGCAATGGGCAAAAGCCCGATGGAGCAATGCCATGTGGAGGTAGAAGGCCCACGGGTCATGAACTTCTTTTCTCGAAGAAGAAACAATGACAATATCTGGGGAATAAGCATCGACTAACTTTATGCCAGCAACCATGGTAATACAGAGGATGCAAGCGTTATCTGGAATGATTGGGTGTAAAACGTCAGTAGGTGGCTTTTTAAGTCCGCCTTCAAATCCCAAGGCTCAACCCTAGACAAGCAATGGAAACTACCAAGCTAGAATACGGTAGGGGTAGAGGGAATTTATGATAGAGTAGTGAAATGCGTAGAGATTGGAAAGAATACCAACGACAAGAGCACTCTACGGGCTGACACTAACACTGAGAGAAGAAAATTAGGGGAGCGAATGGGATTAGAAACCCTAGTAGTCC


	2
	OTU1664 FF_20314
	ACTCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGGAGGTAGAAGGCCCACGGGTCGTGAACTTCTTTTCCCGGAGAAGAAGCAATGACGGTATCTGGGGAATAAGCATCGGCTAACTCTGTGCCAGCAGCCGCGGTAAGACGGGGGGGGCAAGTGTTCTTCGGAATGACTGGGCGTAAAGGGCACGTAGGCGGTGAATCGGGTTGAAAGTGAAAGTCGCCAAAAAGTGGCGGAATGCTCTCGAAACCAATTCACTTGAGTGAGACAGAGGAGAGTGGAATTTCGTGTGTAGGGGTGAAATCCGGAGATCTACGAAGGAACGCCAAAAGCGAAGGCAGCTCTCTGGGTCCCTACCGACGCTGGGGTGCGAAAGCATGGGGAGCAAACGGGATTAGAAACCCTAGTAGTCC


	3
	OTU2296 FL_77149
	ACTCCTACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGGAAGTCTGACGGAGCGACGCCGCGTGGATGACGAAGGCCGAAAGGTTGTAAAGTTCTTTTGCTGGGGAAGAATAACCGCAGGAGGGAATGCCTGTGGGATGACAAGAACCGGCGAATAAGCCCCGGCCAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCATGTAGGCGGCTTGGAAAGCCTGGCGTGAAAGTCTGCAGCTTAACTGCAGGGGTGCGCTGGGAACTGCTGAGCTTGAGTGACGGAGAGGGAGCTGGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAACACCGATGGCGAAGGCAAGCTCCTGGCCGATGACTGACGCTGAGGTGCGAAAGTGTGGGGATCAAACAGGATTAGAAACCCCAGTAGTCC


	4
	OTU2554 FF_153152
	ACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGAAAGCCCGATCCAGCAATATCGCGTGAGTGAAGAAGGGCAATGCCGCTTGTAAAGCTCTTTCGTCGAGTGCGCGATCATGACAGGACTCGAGGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGCGTCTGTAGGTGGCTTTTTAAGTCCGCCGTCAAATCCCAGGGCTCAACCCTGGACAGGCGGTGGAAACTACCAAGCTGGAGTACGGTAGGGGCAGAGGGAATTTCCGGTGGAGCGGTGAAATGCGTAGAGATCGGAAAGAACACCAACGGCGAAAGCACTCTGCTGGGCCGACACTGACACTGAGAGACGAAAGCTAGGGGAGCGAATGGGATTAGAAACCCTAGTAGTCC


	5
	OTU2622 FF_12696
	ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGGAAGTCTTGAGTATGGTAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAAACCCTAGTAGTCC


	6
	OTU2892 FS_52480
	ACTCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGGAGGTAGAAGGCCCACGGGTCGTGAACTTCTTTTCCCGGAGAAGAAGCAATGACGGTATCTGGGGAATAAGCATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGCGTCTGTAGGTGGCTTTTTAAGTCCGCCGTCAAATCCCAGGGCTCAACCCTGGACAGGCGGTGGAAACTACCAAGCTGGAGTACGGTAGGGGCAGAGGGAATTTCCGGTGGAGCGGTGAAATGCGTAGAGATCGGAAAGAACACCAACGGCGAAGGCAGCTCTCTGGGTCCCTACCGACGCTGGGGTGCGAAAGCATGGGGAGCAAACGGGATTAGAAACCCTTGTAGTCC


	7
	OTU2939 FL_165832
	ACTCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGGAGGTAGAAGGCCCACGGGTCGTGAACTTCTTTTCCCGGAGAAGAAGCAATGATGGTATCTGGGGAATAAGCATCGGCTAACTCTGTGCCAGCCGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATGATTCGGCGTAAAGCGTCAGTAGCTGGCTTTTTAAGTCCGCCGTCAAATCCCAGTGCTGAACCCTGGACAGGCGGTGGAAACTACCAATCTGGAGTACGGTAGGGGCAGAGGGAATTTCCCGTGGAGCGGTGAAATGCGTAGAGATCGGACAGTACACCAACCGCGAAAGCACTCTGCTGGGCCGCCACTGACACTTAGAGACGAAAGCTAGGGGAGCGAATGGGATTAGATACCCTAGTAGTCC


	8
	OTU3079 FF_1149
	ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAGCGAGGAGGATAATGACGTTACTCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTGGAAGTCTGGAGTCCGAGAGAGGTGAGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAAACCCTAGTAGTCC


	9
	OTU3218 KL_83032
	ACTGGTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGGAGGTAGAAGGCCCACGGGTCGTGAACTTCTTTTCCCGGAGAAGAAGCAATGACGGTATCTGGGGAATAAGCATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGCGTCTGTAGGTGGCTTTTTAAGTCCGCCGTCAAATCCACGGGCTCAACCCTGGTCAGGCGGGCGAAACTATCAAGCTGGAGTACGGTAGGGGCAGATGGAATTTCCGGAGGAGCGGTGAAATGCGTCGAGATCGGAAAGAACACCTACGGCGGAAGCACTCTGCTGGGCCGACACTGACACTGAGAGACGAAAGCTAGGGGAGCGAATGGGATTAGAAACCCTGGTAGTCC


	10
	OTU3488 KF_3792
	ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCATGAGTGAAGAAGGCCTTTGGGTTGTAAAGCTCTTTTAGTGAGGGAGATAATGACGGTACTCACAGAAGAAGTCCTGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGAGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCTGGTTAATAAGTTAAAAGTGAAATCCCGAGGCTTAACCTTGGAATTGCTTTTAAAACTATTAATCTAGAGATTGAAAGAGGATAGAGGAATTCCTGATGTAGAGGTAAAATTCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGTCTATCTGGTTCAAATCTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGAAACCCTAGTAGTCC


	11
	OTU3613 KF_178715
	ATTCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGGAGGTAGAAGGCCCACGGGTCGTGAACTTCTTTTCCCGGAGAAGAAGCAATGACGGTATCTGGGGAATAAGCATCGGCTAACTCTGTGCCAGCGGCCGCGGTAATGCACAGGACGCAAGCGTTATCCGGAATGATTGGGCGTAAAGCGTCTGTAGGTGGCTTTTTAAGTCCGCCGTCAAATCCTAGGTCTCAACCCTGGACAGGCGGTGGAAACTACCAAGCTGGAGTACGGTAGGGGCAGAGGGAATTTCCGGTGGAGCGGTGAAATTCGTATAGCTCGGACAGAACACCAACGGCGAAAGCACTCTGCTGGGCCGACACTGACACTGAGAGACGAAAGCTAGGGGAGCGAATGGGATTAGATATCCCTGTAGTCC


	12
	OTU3748 FS_64371
	ACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGGATGATGAAGTTCTTCGGAATGTAAAATCCTTTTGCAGGGGACGAATAGGTCGGCTTGCCGACTCTGACGGTACCCTGCGAATAAGCCACGGCTAACTCTGTGCCAGCAGCCGCGGTGATACAGGGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGATCAATAAGTCGGGGGTTAAATCCATGTGCTTAACACATGCACGGCTTCCGATACTGTTGATCTAGAGTCTCGAAGAGGAAGGTGGAATTTCCGGTGTAACGGTGGAATGTGTAGATATCGGAAAGAACACCAGTGGCGAAGGCAGCCTTCTGGTCGAGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGAAACCCTAGTAGTCC


	13
	OTU4063 FS_110266
	ACTCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGGAGGTAGAAGGCCCACGGGTCGTGAATTTCTTTTCCCGGAGAAGAAGCAATGACGGTATCTGGGGAATAAGGATCGGCTGACTCTGAGCCAGCAGCCGCGGTAATACAGAGGATGCATCCGATATACGGAATGATTGGGCGTAAAGCGTCGGTAGGTGGCTTTTTAAGTCCGCCGTCAAATCCCAGGGCTTAACCCTGGACAGGCGGTGGAAACTACCAAGCTGTAGTACGGTAGGGGCAGAGGGAATTTCCGGTGGAGCGGTGAAATGCGTAGAGATCGGAAAGAACACCAACGGCGAAAGCACTCTGCTGGGACGACACTGACACTGAGAGACGAAAGCTAGGGGAGCGAATGGTATTAGAAACCCTGGTAGTCC


	14
	OTU4313 FF_12800
	ACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTCAGCAAAGAACAGGAGAAAGAGGCAATGCTTTTTCTATGACGGTAGCTGACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTGATTTAAGTCTGATGTGAAAGCCCCCAGCTCAACTGGGGAGGGTCATTGGAAACTGGATCACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGAAACCCTAGTAGTCC


	15
	OTU4701 FF_19626
	ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTATTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTTAGAGGTGAAAGCCTGGAGCTCAACTCCAGAATTGCCTTTAAGACTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAAACCCTAGTAGTCC


	16
	OTU4736 FF_124327
	ATTCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCACTGCCGCGTGGAGGTAGAAGGCCCACGGGTCGTGAACTTCTTTTCCCGGAGAAGAAGCAATGACGGTATCTGGGGAATAAGCATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGGGCACGTAGGCGGTGAATCGGGTTGAAAGTGAAAGTCGCCAAAAAGTGGCGGAATGCTCTCGAAAGCAATTCACTTGAGTGAGACAGAGGAGAGTGGTATTTCGTGTGTAGGGGTGAAATCCGGAGATCTACGAAGGAACGCCAAAAGCGAAGGCAGCTCTCTGGGTCCCTACCGACGCTGGGGTGCGAAAGCATGGGGAGCAAACGGGATTAGATACCCGAGTAGTCC


	17
	OTU477 FL_81033
	ACTCCTACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGCCGAAAGGTTGTAAAGTCCTTTTGTCGACGAAGAATAAGTGTGGGAGGGAATGCCCGCATGATGACGTTAGTCGGCGAATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGTACGTAGGCGGTTTGGTAAGCCCGGCGTGAAATACTGGAGCTCAACTCCAGAACTGCGTTGGGAACTGCGAGACTTGAGTCATGGAAGGGGAGTTGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCGGTGGCGAAGGCGAACTCCTGGCCAATGACTGACGCTGAGGTACGAAAGTGCGGGGAGCAAACAGGATTAGAAACCCTAGTAGTCC


	18
	OTU5662 FL_121804
	ACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGGAGGTAGAAGGCCCACGGGTCGTTAACTTCTTTTCCCGGAGAAGAAGCAATGACGGTATCTGGGGAATAAGCATCTGCTGACTCTGAGCCAGCAGCCGCGGTAATACAGAGGATGCAGTCGATATGCGGAATGATTGGGCGTAAAGCGTCTGTAGGTGGCTTTTTAAGTCCGCCGTCAAATCCCAGGGATCAACCCTGGACAGGCGGTGGAAACTACCAAGCTGCAGTACGGTAGGGGCAGAGGGAATTTCCGGTGGAGCGGTGAAATGCGTAGAGATCGGAAAGAACACCAACGGCGAAAGCACTCTGCTGGGTCGACACTGACACTGAGAGACGAAAGCTAGGGGAGCGAATGGGATTAGATACCCGAGTAGTCC


	19
	OTU5889 FS_80381
	ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGGGGGAAGAAGTCTTTCGGGACGTAAACCCATGTTGTACGGGACGAAGGAAGTGACGGTACCGTACGAGGAAGCCCCGGCAAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGGCTGTTAAGTCGGCCGTGAAATACACTGGCTCAACCGGTGCAGGTCGGTCGATACTGGCGGTCTGGAGTATGGGAGAGGGAACTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGGTTCCTGGCCCATGACTGACGCTGAGGTGCGAAAGCCGGGGGAGCGAACGGGATTAGATACCCCAGTAGTCC


	20
	OTU6041 FF_133482
	ACTCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGGAGGTAGAAGGCCCACGGGTCGTGAACTTCTTTTCCCGGAGAAGAAGCAATGACGGTATCTGGGGAATAAGCATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGATGCAAGCGTTAGCCGGAGTGATTGGGCGTAAAGCGTCTGTAGGTGGCTTTTTAAGTCCGCCGTCAAACACCAGGGCTCAACCCTGTACAGGCGGTGGAAACTGCCAAGCTGGAGTACGGTAGGGGCAGAGGGCATCTCCGATGGATCGGTGAAATGCGTAGAGATCGGAAAGAACACCAACGGCGAAAGCACTCTGCTGGGCCGACACTGACACTGCGAGACGAAAGCTAGGGGAGCGATTGGGATTAGAAACCCCGGTAGTCC


	21
	OTU623 FL_145217
	ACTCCTACTTTAGTCATCATTTGTGAATTTTCCGCAATGTGCGAAAGCCTTACGGAGCAATGCCTCGTGGAGTTAGAAGGCCCACGGGTCGTGAACTTCTTTTCCCGGATAAGAAGCAATGACGGTATCTGGGGAATAAGCATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGCGTCTGTAGGTGGCTTTTTAAGTCCGCCGTCAAATCACAGGGCTCACACCTGGACAGGCGGTGGAAACTACCAAGCTGGAGTACGGTAGGGGCAGAGGGAATTTACGGTGGAGCGGTGAAATGCGTAGAGATCGGAAAGAACACCAACGGCGAAAGCACTCTGCTGGGCCGACACTGACACTGAGAGACGAAAGCTAGGGGAGCGAATGGGATTAGAAACCCTAGTAGTCC	


	22
	OTU6515 KF_5095
	ACTTCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCTTGTAAAGCTCTTTCGTCGAGTGCGCGATCATGACAGGACTCGAGGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGGGGGGGCAAGTGTTCTTCGGAATGACTGGGCGTAAAGGGCACGTAGGCGGTGAAGCGGGTTGAAAGTGAAAGTCGCCAAAAAGTGGCGGAATGCTCTCGAAACCAATTGACTTGAGTGAGACAGAGGAGAGTGGAATTTCGTGTGTAGGGGTGAAATCCGGAGATCTACGAAGGAACGCCAAAAGCGAAGGCAGCTCTCTGGGTCCCTACCGACGCTGGGGTGCGAAAGCATGGGGAGCAAACGGGATTAGAAACCCCGGTAGTCC


	23
	OTU6717 FS_123179
	ACTCCTACTTTAGTCATCATTTTTGAATTTTCCGCAATTTTCTAAAGCCTTACGGAGCAATTCCTCTTTGAGTTAGAATTCCCACGTGTCGTGAACTTCTTTTCCCGGATAAGAAGCAATGACGGTATCTGGGGAATAAGCATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGCGTCTGTAGGTGGCTTTTTAAGTCCGCCGTCAAATCACAGGGCTCAAACCTGGACAGGCGGTGGAAACTACCAAGCTGGAGTACGGTAGGGGCAGAGGGAATTTACGGTGGAGCGGTGAAATGAGTAGAGATCGGAAAGAACACCAACGGCGAAAGCACTCTGCTGGGCCGACACTGACACTGAGAGACGAAAGATAGGGGAGCGAATGGGATTAGATACCCTAGTAGTCC


	24
	OTU6854 FL_46257
	ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGTTTTCGGATCGTAAACTTCTTTGATGAGGGAAGAAAAATGACGGTACCTCAAAAACAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGAAGCAAGTCAGATGTGAAACTCCGAGGCTTAACTTCGGAACTGCATCTGAAACTGCATCTCTTGAGTGCTGGAGAGGATAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTATCTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGAAACCCTGGTAGTCC


	25
	OTU6916 FF_155860
	ACTTCTACTTGAGTCATCATTGTGGAATTTTCCGCAATGTGCGAAAGCCTGACGGAGCAATTCCGCGTGGAGTTAGAAGGCCCACGTGTCGTGAACTTCTTTTCCCGGAGAAGAAGCAATGACGGTATCTGGGGAATAAGCATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGCGTCTGTAGGTGGCTTTTTAAGTCCGCCGTCAAATCACAGGGCTCAAACCTGGACAGGCGGTGGAAACTACCAAGCTGGAGTACGGTAGGGGCAGAGGGAATTTCCGGTGGAGCGGTGAAATGCGTAGAGATCGGAAAGAACACCAACGGCGAAAGCACTCTGCTGGGCCGACACTGACACTGAGGGACGAAAGATAGGGGAGCGAATGGGATTAGAAACCCTAGTAGTCC


	26
	OTU6922 KF_107243
	ACTCCTACGGGAGGCAGCAGTGGGTAATTTTGCGCAATGGTCGAAAGCCTGACGGAGCAATGCCGCTTGGAGTTAGAAGTCCCACGTGTCGTGAACTTCTTTTCCCGGATAAGAAGCAATGACGGTATCTGGGGAATAAGCATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGCGTCGTTAGGTGGCTTTTTAAGTCCGCCGTCAAATCCCAGGGCTCAACCCTGGACAGGCGGTGGAAACTACCAAGCTGGAGTACGGTAGGGGCAGAGGGAATTTCCGGTGGAGCGGTGCCATGCGTAGAGATCGGAAAGAACACCAACGGCGCAAGCACTCTGCTGGGCCGACACTGACACTGAGAGACGAAAGCTAGGGGAGCGAATGGGATTAGATACCCGAGTAGTCC


	27
	OTU7563 FS_138094
	ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTCGTAAAGCACTTTAAGTTGGGAGGAAGGGCTCATAGCGAATACCTGTGAGTTTTGACGTTACCAACAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGCTTGATAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGTCTGGCTAGAGTGCGGTAGAGGGTAGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAACACCAGTGGCGAAGGCGACTACCTGGACTGACACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAAACCCTAGTAGTCC


	28
	OTU7879 FS_643
	ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGTGTTGTGGTTAATAACCGCAGCAATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAAACCCTAGTAGTCC


	29
	OTU7914 FF_119
	ACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGAAAGCCCGATCCAGCAATATCGCGTGAGTGAAGAAGGGCAATGCCGCTTGTAAAGCTCTTTCGTCGAGTGCGCGATCATGACAGGACTCGAGGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGGGGGGGCAAGTGTTCTTCGGAATGACTGGGCGTAAAGGGCACGTAGGCGGTGAATCGGGTTGAAAGTGAAAGTCGCCAAAAAGTGGCGGAATGCTCTCGAAACCAATTCACTTGAGTGAGACAGAGGAGAGTGGAATTTCGTGTGTAGGGGTGAAATCCGGAGATCTACGAAGGAACGCCAAAAGCGAAGGCAGCTCTCTGGGTCCCTACCGACGCTGGGGTGCGAAAGCATGGGGAGCAAACGGGATTAGAAACCCTAGTAGTCC


	30
	OTU8110 FS_65711
	ACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAACGGCTGAGGTTAATACCTTCGGCTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGTCTGTCGTGAAAGCCCCGGGCTCAACCTGGGAATTGCGATGGAGACTGCAAGGCTTGAATCTGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGTCAAGATTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGAAACCCTAGTAGTCC


	31
	OTU8121 FF_1
	ACTCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGGAGGTAGAAGGCCCACGGGTCGTGAACTTCTTTTCCCGGAGAAGAAGCAATGACGGTATCTGGGGAATAAGCATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGCGTCTGTAGGTGGCTTTTTAAGTCCGCCGTCAAATCCCAGGGCTCAACCCTGGACAGGCGGTGGAAACTACCAAGCTGGAGTACGGTAGGGGCAGAGGGAATTTCCGGTGGAGCGGTGAAATGCGTAGAGATCGGAAAGAACACCAACGGCGAAAGCACTCTGCTGGGCCGACACTGACACTGAGAGACGAAAGCTAGGGGAGCGAATGGGATTAGAAACCCTAGTAGTCC


	32
	OTU8408 KS_72826
	ACTGGTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGGAGGTAGAAGGCCCACGGGTCGTGAACTTCTTTTCCCGGAGAAGAAGCAATGACGGTATCTGGGGAATAAGCATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGCGTCTGTAGGTGGCTTTTTAAGTCCGCCGTCAAATCCCCGGGCTCTATCCTGGGTAGGTGGTGGAAACTACTAAGCTGGAGTTCGGTAGGCGCAGAGGGACTTTCCGGGGGAGCGGTGAAATGCGTCGAGATCGGAAAGAACACCAACGGCGAAAGCACTCTGCTGGGCCGACACTGACACTGAGAGACGAAAGCTAGGGGAGCGAATGGGATTAGAAACCCTAGTAGTCC


	33
	OTU8592 KS_111221
	ACTCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAGGCCTGACGGAGCAATGCCGCGTGGAGGTAGAAGGCCCACGGGTCGTGAACTTCTTTTCCGTGAGAAGAAGCAATGAGGGTATCAGGGGAATAAGCATAGGCTAACTCTGTGACAGCAGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGCGTCTGTAGGTGGCTTTTTAAGTCTGCCGTCAAATCCCAGGGCTCAACCCGTGACAGGCGGTGGAAACTACCAAGCTGGAGTACGGTAGGGGCAGAGGGAATTTCCGGTGGAGCGGTGAAATGCGTAGAGATCGGAAAGAACACCAACGGCGAAAGCACTCTGCTGGGCCGACACTGACACTGAGAGACGAAAGCTAGGCGCGCGAATGGGATTAGAAACACCAGTAGTCC


	34
	OTU893 FS_107798
	ACTTCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGGAGGTAGAAGGCACACGGGTCGTGAACTTCTTTTCCCGGAGAAGAAGCAATGACGGTATCTGGGGAATAAGCATCGGCTAACTCTGTGCCAGCAGCCGTGGTAATACAGAGGATGGAAGCGTTCTCCGGAATGATTGGGTGTAAAGCGTCTGTAGGTGGCTTTTTAAGTCCGCCGTCAAATCCCAGGGCTCAACCCTGGACCGGCGGTGGACACTACCAAGCTGGAGTACGGTAGGGGCAGAGGGAATTTACGGTGGAGTCGGCAAATGCGTAGTGATCGGAAAGAACACCAACGGCGAAAGCACTCTGCTGGGCCGACACTGACACTGAGAGACGAAAGCTAGGGGAGCGAATGGGATTAGAAACCCCAGTAGTCC
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Figure S1 The length distribution of obtained clean tags in each sample (A: KF; B: FF; C: KL; D: FL; E: KS; F: FS).
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Figure S2 Distribution of microorganism species at all levels of phylum (A), class (B), order (C), and family (D).
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Figure S3 The Rarefaction curves (A) and the Shannon curves (B) of each sample.
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[bookmark: _GoBack][bookmark: OLE_LINK1]Figure S4 Analysis of COG metabolic pathways in leaves between ‘Fengzao’ (FL) and ‘Kyoho’ (KL).
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Figure S5 Analysis of COG metabolic pathways in stems between ‘Fengzao’ (FS) and ‘Kyoho’ (KS).

image1.jpeg
o Length distribution
100000
10000
£
8
o
3
o
™)
0
¢ S, ©
SRESRPERIPRNBRRIRGS
Length (nt)
C e Length distribution
100000
o
€
3
S
°
3
'3
"
0
° o, o, S o,
ANIRRERIPENRIVIRRY
Length (nt)
E -
L Length distribution
10000
0
]
H
8
°
3
14 100
"

GSSESITIRENRIIRNEE

Length (nt)

Read counts

Read counts

Read counts

146 Length distribution
10000
oo
100
10
o
2 9,
SRESPEEIRENRERIPLRS
Length (nt)
1045 Length distribution
100000
10000
1000
0
0
¢ o, S,
ARSEREIRSDINBERINSS
Length (nt)
L Length distribution
100000
1000
1000
10
)

SRESRIRRSRINBIRIRRNS

Length (nt)




image2.jpeg
w

Cyanobacteria M Proteobacteria Others Chloroplast M Alphaproteobacteria Others

100 100+
. e o T
o 80 = 50
8 8
% %
B 60 'g 604
2 g
40
s k|
2 2 & 201
0 0
FF FL FS KF KL KS FF FL FS KF KL Ks
Sample Sample
c I Unknown M Rickettsiales ™ Others D Unknown ® mitochondria Others
1004 100
e . — P—
" 1 - [N o
£ 80 < 8o
8
] S 60q
o 607 S 60
< 5
= o
] 404 T 40
Qo
2 2
® o
= 4 204
S 20 &
0 - 0
FF FL Fs KF KL KS FE: FL FS KF KL KS

Sample Sample




image3.jpeg
OTUs

Multi samples Rarefaction Curves

30

20

T T T T
50000 100000 150000 200000
number of reads sampled

—
—F
—rs
—kr
— K
ks

Shannon Index

Multy samples Shannon curves

0.4

0.3

0.2

0.1

0.0+

—
[—

T T T T T
0 50000 100000 150000 200000

Number of sequences sampled

—
—r
—Fs
—xF
—x
ks




image4.jpeg
CFfFL E3@KL 95% confidence intervals

Translation, ribosomal structure and biogenesis - 1o <le-15

Energy production and conversion F=—H ot <le-15

Signal transduction mechanisms Fe] A <le-15

Intracellular trafficking, secretion, and vesicular transport - ] <le-15

|
|
|
|
|
General function prediction only E——ry o4 | <le-15
|
|
I
|
|
|

Inorganic ion transport and metabolism =4 [e] 3.78e-12
Function unknown =m0 ot 8.55e-11
Posttranslational modification, protein turnover, chaperones - 1ot 7.38e-08 i
Replication, recombination and repair F=mm] ot 5.71e-05 g
Amino acid transport and metabolism P4 o1 8.36e-04 §
Defense mechanisms - o 1.05¢-03 o
Lipid transport and metabolism - :. 3.47e-03 TE
Coenzyme transport and metabolism - Dil 3.82e-03 a
Cell cycle control, cell division, chromosome partitioning l @ 4.28e-03
Transcription F=—ro] (el 4.34e-03
Cell motility § [ ) 5.53e-03
RNA processing and modification | o 1.56e-02
Nucleotide transport and metabolism Ill 1.60e-02
Cell wall/membrane/envelope biogenesis FE=2o 1o 4.626-02
Carbohydrate transport and metabolism =9 ‘ D! 472002
0.0 13.1 -0.020.00 0.02 0.04 0.06

Proportion (%) Difference between proportions (%)




image5.jpeg
3 rfs EKS 95% confidence intervals

Translation, ribosomal structure and biogenesis EE !

Cell cycle control, cell division, chromosome partitioning . o
Cell motility Q

Cell wall/membrane/envelope biogenesis e (o]

Coenzyme transport and metabolism =4 ol

Defense mechanisms B o'

Energy production and conversion P9

Function unknown B o

Inorganic ion transport and metabolism - (e}

General function prediction only F=——— g ©

Lipid transport and metabolism -
I
Nucleotide transport and metabolism B [S)
|
|
I
I

Posttranslational modification, protein turnover, chaperones B9
Replication, recombination and repair _
Signal transduction mechanisms e o

Transcription - e}

Intracellular trafficking, secretion, and vesicular transport - :
Amino acid transport and metabolism F=r o
RNA processing and modification | [ ]
Cytoskeleton | [}
Chromatin structure and dynamics | +
Carbohydrate transport and metabolism F==
Secondary metabolites biosynthesis, transport and catabolism .

| ® @

0.0 129 -0.1 0.0 0.1 0.2 0.3
Proportion (%) Difference between proportions (%)

<le-15
<le-15
<le-15
<le-15
<le-15
<le-15
<le-15
<le-15
<le-15
<le-15
<le-15
<le-15
<le-15
<le-15
<le-15
<le-15
<le-15
<le-15
<le-15
<le-15
4.53e-12
7.34e-11
4.23e-09

p-value (corrected)




