Supplementary Tables
Supplementary Table S1. Sampling location in Vietnam
	Location
	No.
	Province (Abbreviation)
	Coordinates
	Soil type

	[bookmark: _Hlk122077567]Northern regions
	1.
	Quang Tri (QT)
	16o42'48.4"N 107o14'27.1"E
	Loam

	
	2.
	Thanh Hoa (TH)
	19o47'10.8"N 105o46'15.6"E
	Peat

	
	3.
	Ninh Binh (NB)
	20°21'53.2"N 105°52'00.5"E
	Clay

	Central regions
	4.
	Binh Dinh (BDi)
	13o46'53.1"N 109o13'13.2"E
	Sandy

	
	5.
	Binh Thuan (BT)
	10o38'25.4"N 107o43'07.9"E
	Sandy

	
	6.
	Gia Lai (GL)
	13o58'15.8"N 108o40'04.6"E
	Peat

	
	7.
	Lam Dong (LD)
	11o47'01.5"N 108o22'19.5"E
	Peat

	
	8.
	Phu Yen (PY)
	13°04'08.8"N 109°17'11.5"E
	Loam

	Southern regions
	9.
	An Giang (AG)
	10°26'41.2"N 105°21'23.7"E
	Clay

	
	10.
	Binh Phuoc (BP)
	11o50'38.6"N 106o55'22.7"E
	Peat

	
	11.
	Ba Ria Vung Tau (BRVT)
	10o31'51.2"N 107o08'09.6"E
	Clay

	
	12.
	Can Tho (CT)
	9o59'07.4"N 105o44'14.2"E
	Loam

	
	13.
	Dong Nai (DN)
	10o54'08.5"N 107o14'36.8"E
	Peat, sandy

	
	14.
	Hau Giang (HG)
	9o44'41.4"N 105o24'46.2"E
	Clay

	
	15.
	Ho Chi Minh (HCM)
	11o00'14.9"N 106o30'49.6"E
	Peat

	
	16.
	Long An (LA)
	10o32'07.4"N 106o23'41.5"E
	Clay

	
	17.
	Soc Trang (ST)
	9°35'15.3"N 105°59'11.3"E
	Loam

	
	18.
	Tien Giang (TG)
	10°27'42.3"N 106°16'06.5"E
	Peat

	
	19.
	Tra Vinh (TV)
	9°55'19.8"N 106°21'04.1"E
	Loan

	
	20.
	Vinh Long (VL)
	10o09'51.6"N 105o55'12.6"E
	Silt



[bookmark: _Hlk112831769]

Supplementary Table S2 16S rDNA identification results submitted on NCBI
	No.
	Strains
	Accession number
	Identification
	Similarity

	1
	AG11
	ON076499
	Corallococcus coralloides
	100.00

	2
	BD2
	ON076901
	Myxococcus stipitatus
	99.93

	3
	BDi23
	ON076902
	Corallococcus sp.
	99.86

	4
	BDi22
	ON055893
	Melittangium boletus
	100.00

	5
	BP161
	ON055768
	Myxococcus fulvus
	100.00

	6
	BP181
	ON076500
	Archangium gephyra
	100.00

	7
	BP182
	ON055769
	Myxococcus sp.
	100.00

	8
	BP213
	ON055765
	Myxococcus fulvus
	100.00

	9
	BRVT1
	ON055875
	Chondromyces pediculatus
	100.00

	10
	BT101
	ON076501
	Corallococcus sp.
	100.00

	11
	BT43
	ON076903
	Myxococcus stipitatus
	99.86

	12
	BT92
	ON076506
	Corallococcus sp.
	100.00

	13
	CT21
	ON076507
	Myxococcus sp.
	100.00

	14
	DN11
	ON076905
	Angiococcus disciformis
	99.86

	15
	DN21
	ON055766
	Myxococcus fulvus
	100.00

	16
	DN23
	ON076906
	Corallococcus sp.
	99.93

	17
	GL41
	ON076907
	Myxococcus stipitatus
	99.93

	18
	GL43
	ON073508
	Corallococcus sp.
	100.00

	19
	HCM21
	ON055876
	Chondromyces apiculatus 
	100.00

	20
	HCM81
	ON076908
	Myxococcus virescens
	99.93

	21
	HG223
	ON076553
	Myxococcus stipitatus
	100.00

	22
	HG225
	ON076554
	Myxococcus sp.
	100.00

	23
	LA41
	ON076909
	Cystobacter sp.
	99.71

	24
	LA43
	ON076910
	Corallococcus coralloides
	99.93

	25
	LA44
	ON076911
	Corallococcus coralloides
	99.78

	26
	NB71
	ON055770
	Myxococcus fulvus
	100.00

	27
	NB8x1
	ON076922
	Myxococcus fulvus
	99.93

	28
	NB83
	ON076555
	Myxococcus sp. 
	100.00

	29
	PY1
	ON076561
	Corallococcus sp.
	100.00

	30
	QT15
	ON076923
	Archangium gephyra
	99.93

	31
	QT72
	ON076924
	Corallococcus sp.
	99.93

	32
	ST11
	ON076562
	Corallococcus sp.
	100.00

	33
	TG131
	ON055771
	Myxococcus fulvus
	100.00

	34
	TG23
	ON076925
	Myxococcus sp.
	99.79

	35
	TH41
	ON076563
	Corallococcus sp.
	100.00

	36
	TH48
	ON055752
	Myxococcus sp.
	99.65

	37
	TH52
	ON076570
	Myxococcus sp.
	100.00

	38
	TV11
	ON076571
	Archangium disciforme
	100.00

	39
	TV22
	ON076574
	Corallococcus sp.
	100.00

	40
	TV51
	ON076572
	Corallococcus coralloides
	100.00

	41
	VL25
	ON055737
	Myxococcus fulvus
	100.00

	42
	VL21
	ON076575
	Myxococcus stipitatus
	100.00

	43
	VL32
	ON076576
	Corallococcus sp.
	100.00





Supplementary Table S3 Determination results of IC50 values from myxobacterial isolated strains
	TT
	Samples
	DPPH assay
	ABTS assay

	
	
	IC50 (μg/mL)
	IC50 ratio
	IC50 (μg/mL)
	IC50 ratio

	
	Trolox
	
	
	7.67 ± 0.82
	-

	
	Ascorbic acid
	10.90 ± 0.89
	-
	
	

	1
	AG11
	116.27 ± 3.66
	10.67
	100.55 ± 1.13
	13.11

	2
	BD2
	103.39 ± 2.90
	9.49
	128.33 ± 1.64
	16.73

	3
	BDi22
	102.45 ± 2.75
	9.40
	65.25 ± 0.86
	8.51

	4
	BDi23
	103.31 ± 2.70
	9.49
	135.05 ± 1.28
	17.61

	5
	BP161
	172.41 ± 5.65
	15.82
	102.46 ± 1.24
	13.36

	6
	BP181
	116.87 ± 3.73
	10.73
	117.05 ± 1.43
	15.26

	7
	BP182
	90.39 ± 2.40
	8.30
	149.68 ± 2.27
	19.51

	8
	BP213
	177.07 ± 5.16
	16.25
	128.53 ± 1.61
	16.75

	9
	BRVT1
	123.63 ± 3.17
	11.35
	77.84 ± 0.92
	10.15

	10
	BT43
	87.32 ± 2.35
	8.01
	85.02 ± 1.12
	10.08

	11
	BT92
	96.35 ± 2.51
	8.84
	118.67 ± 1.67
	15.47

	12
	BT10
	138.75 ± 3.70
	12.73
	102.74 ± 1.18
	13.39

	13
	CT21
	52.34 ± 1.47
	4.80
	30.28 ± 0.74
	3.95

	14
	DN11
	118.40 ± 3.59
	10.87
	119.28 ± 1.65
	15.55

	15
	DN21
	130.63 ± 3.48
	11.99
	93.26 ± 1.12
	12.16

	16
	DN23
	121.09 ± 2.98
	11.11
	92.74 ± 1.06
	12.09

	17
	GL41
	57.24 ± 1.52
	5.25
	42.76 ± 0.50
	5.57

	18
	GL43
	181.44 ± 5.34
	16.65
	120.29 ± 1.43
	15.68

	19
	HCM21
	101.99 ± 2.61
	9.36
	87.50 ± 1.00
	11.41

	20
	HCM81
	122.87 ± 3.35
	11.28
	67.14 ± 0.85
	8.75

	21
	HG223
	121.30 ± 3.22
	11.13
	75.59 ± 0.94
	9.85

	22
	HG225
	97.94 ± 2.57
	8.99
	119.04 ± 1.49
	15.52

	23
	LA41
	149.99 ± 5.34
	13.77
	106.57 ± 1.23
	13.89

	24
	LA43
	114.45 ± 3.08
	10.50
	97.18 ± 1.15
	12.67

	25
	LA44
	81.38 ± 2.28
	7.47
	110.75 ± 1.35
	14.44

	26
	NB71
	108.31 ± 2.87
	9.94
	130.10 ± 1.74
	16.96

	27
	NB8x1
	169.96 ± 5.43
	15.60
	108.33 ± 1.33
	14.12

	28
	NB83
	185.61 ± 6.05
	1.04
	91.37 ± 1.02
	11.91

	29
	PY1
	140.27 ± 3.71
	12.87
	109.44 ± 1.24
	14.27

	30
	QT15
	[bookmark: _Hlk102031467]249.43 ± 6.17
	22.89
	188.81 ± 2.10
	24.61

	31
	QT72
	167.33 ± 4.71
	15.36
	123.27 ± 1.50
	16.07

	32
	ST11
	182.90 ± 5.97
	16.79
	99.29 ± 1.13
	12.94

	33
	TG23
	139.27 ± 4.66
	12.78
	93.77 ± 1.05
	12.22

	34
	TG131
	40.28 ± 1.13
	3.70
	48.35 ± 0.58
	6.30

	35
	TH41
	27.39 ± 1.74
	2.51
	116.70 ± 1.43
	15.29

	36
	TH48
	144.13 ± 4.86
	12.23
	107.48 ± 1.27
	14.01

	37
	TH52
	119.72 ± 2.96
	10.99
	87.04 ± 1.00
	11.35

	38
	TV11
	164.24 ± 4.79
	15.07
	120.96 ± 1.45
	15.77

	39
	TV22
	112.14 ± 2.88
	10.29
	133.00 ± 1.77
	17.34

	40
	TV51
	116.13 ± 2.80
	10.65
	70.97 ± 0.86
	9.25

	41
	VL21
	237.98 ± 5.69
	21.84
	[bookmark: _Hlk102031601]197.36 ± 2.22
	25.73

	42
	VL25
	136.18 ± 3.46
	12.50
	103.86 ± 1.18
	13.54

	43
	VL32
	50.87 ± 1.33
	4.67
	57.22 ± 0.69
	7.46
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[bookmark: _GoBack]Supplementary Table S4 Determination results of MIC values from myxobacterial isolated strains
	Isolates
	MR
	MS
	Sf
	Ec
	Pa
	Ca
	Rh
	Mu
	Pe
	An

	AG11
	32
	128
	-
	-
	-
	-
	-
	512
	64
	32

	BD2
	4
	4
	32
	-
	512
	8
	4
	8
	2
	1

	BDi22
	128
	512
	-
	-
	-
	16
	32
	64
	1
	1

	BDi23
	32
	8
	128
	-
	-
	512
	256
	-
	512
	64

	BP161
	4
	1
	16
	-
	512
	128
	64
	128
	-
	-

	BP181
	1
	1
	4
	-
	512
	64
	128
	256
	-
	-

	BP182
	16
	8
	64
	-
	512
	128
	128
	256
	-
	-

	BP213
	32
	-
	-
	-
	-
	-
	512
	512
	-
	512

	BRVT1
	-
	-
	-
	-
	-
	-
	512
	-
	256
	32

	BT43
	16
	8
	128
	-
	-
	128
	256
	512
	16
	4

	BT92
	16
	8
	128
	-
	512
	256
	-
	256
	32
	32

	BT10
	64
	-
	-
	-
	-
	-
	256
	256
	256
	512

	CT21
	128
	64
	512
	-
	-
	8
	16
	-
	2
	1

	DN11
	32
	-
	-
	-
	-
	-
	512
	512
	-
	-

	DN21
	32
	16
	64
	-
	512
	512
	256
	256
	128
	32

	DN23
	512
	-
	-
	-
	-
	-
	512
	-
	512
	1

	GL41
	1
	1
	1
	64
	128
	1
	16
	16
	8
	1

	GL43
	32
	-
	-
	-
	-
	-
	256
	-
	-
	512

	HCM21
	32
	128
	512
	-
	512
	-
	128
	256
	256
	64

	HCM81
	128
	-
	-
	-
	512
	512
	64
	128
	-
	-

	HG223
	64
	-
	-
	-
	-
	-
	256
	512
	512
	512

	HG225
	16
	64
	64
	-
	512
	32
	16
	16
	1
	1

	LA41
	64
	-
	-
	-
	-
	-
	-
	-
	512
	512

	LA43
	32
	8
	128
	-
	512
	512
	256
	256
	128
	32

	LA44
	64
	16
	256
	-
	512
	512
	256
	256
	1
	32

	NB71
	4
	1
	16
	-
	512
	16
	32
	16
	1
	1

	NB8x1
	64
	16
	256
	-
	-
	512
	64
	64
	-
	-

	NB83
	32
	-
	-
	-
	-
	-
	-
	-
	128
	32

	PY1
	64
	-
	-
	-
	-
	-
	256
	256
	-
	512

	QT15
	512
	128
	256
	-
	-
	256
	-
	-
	-
	-

	QT72
	32
	-
	-
	-
	-
	-
	128
	256
	-
	512

	ST11
	64
	-
	-
	-
	-
	-
	512
	-
	16
	32

	TG23
	64
	-
	-
	-
	-
	-
	512
	256
	-
	512

	TG131
	64
	-
	-
	-
	-
	-
	256
	256
	64
	64

	TH41
	128
	-
	-
	-
	512
	-
	256
	256
	256
	32

	TH48
	64
	16
	256
	-
	-
	512
	256
	256
	32
	8

	TH52
	128
	-
	-
	-
	512
	-
	256
	256
	512
	256

	TV11
	512
	512
	-
	-
	-
	-
	256
	512
	-
	512

	TV22
	64
	128
	-
	-
	512
	512
	128
	256
	32
	32

	TV51
	32
	-
	-
	-
	-
	512
	256
	-
	512
	128

	VL21
	-
	-
	-
	-
	-
	512
	-
	-
	128
	128

	VL25
	-
	-
	-
	-
	-
	64
	256
	128
	64
	8

	VL32
	64
	256
	-
	-
	-
	512
	128
	64
	1
	4

	Note: MR: MRSA. MS: MSSA. Sf: S. faecalis. Ec: E. coli. Pa: P. aeruginosa. Ca: C. albicans. Mu: Mucor sp.. Rh: Rhizopus sp.. Pe: Penicillium sp.. and An: A. niger



