Supplementary TablesS1
The first 100 genes co-expressed with FDX1 in pan-cancer were obtained by GEPIA2.0 tool.
	Gene Symbol
	Gene ID
	PCC

	CYP21A2
	ENSG00000231852.6
	0.87

	MC2R
	ENSG00000185231.4
	0.85

	SCARB1
	ENSG00000073060.15
	0.84

	NR5A1
	ENSG00000136931.9
	0.79

	CYP11B1
	ENSG00000160882.11
	0.78

	CYP11A1
	ENSG00000140459.17
	0.77

	STAR
	ENSG00000147465.11
	0.77

	CYP21A1P
	ENSG00000204338.8
	0.77

	RP11320G24.1
	ENSG00000236393.1
	0.76

	GRAMD1B
	ENSG00000023171.14
	0.75

	CYP17A1
	ENSG00000148795.5
	0.75

	RP11-290F5.2
	ENSG00000180712.3
	0.74

	HSD3B2
	ENSG00000203859.9
	0.74

	KCNK3
	ENSG00000171303.6
	0.73

	MAP3K15
	ENSG00000180815.14
	0.73

	AP000783.1
	ENSG00000254667.2
	0.73

	RP1-292L20.3
	ENSG00000274818.1
	0.72

	ALAS1
	ENSG00000023330.14
	0.71

	FDXR
	ENSG00000161513.11
	0.7

	AS3MT
	ENSG00000214435.7
	0.69

	AC009410.1
	ENSG00000232023.2
	0.69

	ASB4
	ENSG00000005981.12
	0.68

	RP11724N1.1
	ENSG00000272912.1
	0.67

	C1QTNF1AS1
	ENSG00000265096.1
	0.66

	MRAP
	ENSG00000170262.12
	0.66

	AKR1B1
	ENSG00000085662.13
	0.66

	C2CD2
	ENSG00000157617.16
	0.65

	LINC00400
	ENSG00000229928.1
	0.64

	ABCB1
	ENSG00000085563.14
	0.63

	RP11116D17.3
	ENSG00000271579.1
	0.61

	TNXA
	ENSG00000248290.1
	0.6

	GRTP1-AS1
	ENSG00000225083.1
	0.59

	GS1-306C12.1
	ENSG00000279525.1
	0.58

	STK19B
	ENSG00000250535.1
	0.57

	MOB4
	ENSG00000115540.14
	0.56

	GSTA4
	ENSG00000170899.10
	0.55

	LDLR
	ENSG00000130164.11
	0.55

	GSTA3
	ENSG00000174156.13
	0.55

	STK19
	ENSG00000204344.14
	0.55

	LONP1
	ENSG00000196365.11
	0.55

	HNRNPA1P9
	ENSG00000231956.1
	0.54

	FAM150B
	ENSG00000189292.15
	0.54

	GAPDHP74
	ENSG00000232780.2
	0.54

	DHCR24
	ENSG00000116133.11
	0.53

	SCAP
	ENSG00000114650.18
	0.53

	ZNF275
	ENSG00000063587.13
	0.53

	SH3BP5
	ENSG00000131370.15
	0.53

	SHISA8
	ENSG00000234965.2
	0.52

	RP11-316I3.2
	ENSG00000238054.1
	0.52

	CYP11B2
	ENSG00000179142.2
	0.52

	MGARP
	ENSG00000137463.4
	0.52

	KLHDC8B
	ENSG00000185909.14
	0.51

	CYB5B
	ENSG00000103018.16
	0.56

	CLRN1
	ENSG00000163646.10
	0.51

	SOAT1
	ENSG00000057252.12
	0.5

	HSD3BP2
	ENSG00000203858.3
	0.5

	HSPE1
	ENSG00000115541.10
	0.5

	ZNF836
	ENSG00000196267.12
	0.5

	RP5-821D11.7
	ENSG00000184068.2
	0.5

	KRT8P42
	ENSG00000220378.3
	0.5

	KCNJ5
	ENSG00000120457.11
	0.49

	PABPN1L
	ENSG00000205022.9
	0.49

	SLC23A2
	ENSG00000089057.14
	0.49

	IKBKAP
	ENSG00000070061.14
	0.49

	CTD2350C19.2
	ENSG00000265254.1
	0.48

	AC051649.12
	ENSG00000249086.1
	0.48

	HSPD1
	ENSG00000144381.16
	0.48

	FNDC4
	ENSG00000115226.9
	0.48

	AC011239.1
	ENSG00000224361.1
	0.48

	RMDN2
	ENSG00000115841.19
	0.47

	PLBD2
	ENSG00000151176.7
	0.47

	RP1-266L20.2
	ENSG00000232640.1
	0.47

	MAMSTR
	ENSG00000176909.11
	0.46

	PORCN
	ENSG00000102312.20
	0.46

	RXFP3
	ENSG00000182631.6
	0.46

	RP11751A18.1
	ENSG00000251025.1
	0.46

	AMHR2
	ENSG00000135409.10
	0.46

	RP11-82L18.2
	ENSG00000224945.1
	0.45

	CASP16
	ENSG00000228146.6
	0.45

	STARP1
	ENSG00000214266.2
	0.45

	AC069155.1
	ENSG00000233581.1
	0.45

	NOV
	ENSG00000136999.4
	0.45

	ST8SIA5
	ENSG00000101638.13
	0.44

	TM7SF2
	ENSG00000149809.14
	0.44

	RP11347E10.1
	ENSG00000254416.5
	0.44

	DFNB31
	ENSG00000095397.13
	0.44

	SLC8B1
	ENSG00000089060.11
	0.44

	PEBP1
	ENSG00000089220.4
	0.43

	TBX3
	ENSG00000135111.14
	0.43

	ERN1
	ENSG00000178607.15
	0.43

	RGN
	ENSG00000130988.12
	0.43

	GRPEL1
	ENSG00000109519.12
	0.43

	PTS
	ENSG00000150787.7
	0.43

	CTNNAL1
	ENSG00000119326.14
	0.42

	HDHD3
	ENSG00000119431.9
	0.42

	GSTA9P
	ENSG00000243236.6
	0.42

	EBP
	ENSG00000147155.10
	0.41

	RUNDC3B
	ENSG00000105784.15
	0.41

	BRE
	ENSG00000158019.20
	0.4

	HSPE1P2
	ENSG00000258645.2
	0.4



