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Table 1.  Corticosteroid Activation of  Wild - Type and Mutated E lephant  S hark  G R   and  M R   in  HEK293  C ells with  either  an MMTV  P romoter   or a TAT3  P romoter .    

M MTV - luc   C ortisol  DOC  Corticosterone  11 - deoxycortisol  Aldo  

Elephant Shark   GR   - wt  EC50 (nM)  34.9  12.5  5.1  Curve did not  saturate  11.5  

Fold - Activation   ( ±   SEM)  580   ( ±  22.6 )  283   ( ±  12.2 )  602   ( ±  54.1 )  Curve d id  not  saturate )  5 78   ( ±  36.3 )  

Elephant Shark   GR   - DBD - TRGQ  EC50 (nM)  32.0  9.7  3.4  Curve d id  not  saturate )  8.35  

Fold - Activation   ( ±   SEM)  381   ( ±  17.4 )  1 50   ( ±  2. 1 )  285   ( ±  4 9.6 )  Curve d id  not  saturate )  385   ( ±  12.5 )  

Elephant Shark   MR  - wt  EC50 (nM)  2.1  0.053  1.6  0.36  0.1  

Fold - Activation   ( ±   SEM)  17.4   (± 0.5)  12.4   (± 0.9)  15.6   (± 0.9)  14.2   (± 1.1)  12.0   (± 0.9)  

Elephant Shark MR   - DBD - TRGQ  EC50 (nM)  2.6  0.035  0.9  0.27  0.094  

Fold - Activation   (± SEM)  9.9   (± 0.6)  5.9   (± 0.2)  7.5   (± 0.4)  6.5   (± 0.8)  8.9   (± 0.9)  

TAT3 - luc   C ortisol  DOC  Corticosterone  11 - deoxycortisol  Aldo  

Elephant Shark GR   - wt  EC50 (nM)  27.1  12.9  5.0  Curve does not  saturate  10.3  

Fold - Activation   ( ±   SEM)  1 57   ( ±  9.7 )  43.4   ( ±  1.4 )  189   ( ±  28.9 )  Curve do es not  saturate  22 9   ( ±  18.4 )  

Elephant Shark GR   - DBD - TRGQ  EC50 (nM)  45.7  16.5  5.0  Curve does not  saturate  11.5  

Fold - Activation   ( ±   SEM)  141   ( ±  15.0 )  27.1   ( ±  2.1 )  109   ( ±  9.7 )  Curve  does not  saturate  163   ( ±  22.7 )  

Elephant Shark   MR  - wt  EC50 (nM)  12.4  0.062  2.0  0.26  0.15  

Fold - Activation   (± SEM)  16.7   (± 1.5)  8.0   (± 0.5)  9.8   (± 0.5)  7.5   (± 0.4)  10.7   (± 0.3)  

Elephant Shark MR   - DBD - TRGQ  EC50 (nM)  28.5  0.06  2.5  0.27  0.17  

Fold - Activation   (± SEM)  9.8   (± 1.3)  3.6   (± 0.3)  6.2   (± 0.1)  4.3   (± 0.5)  6.8   (± 0.1)  

wt   =  wild type   sequence ,  DBD - TRGQ   =  TRGQ motif insertion in DBD   DOC = 11 - deoxycorticosterone ,  A ldo   = aldosterone   Curve s   for 11 - deoxycortisol   activation of elephant shark GR  did not saturate   at 10 - 6   M .  
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Table 1. Corticosteroid Activation of Wild-Type and Mutated Elephant Shark GR and MR in HEK293 Cells with either an MMTV Promoter or a TAT3 Promoter.



		MMTV-luc

		

		Cortisol

		DOC

		Corticosterone

		11-deoxycortisol

		Aldo



		Elephant Shark GR

-wt

		EC50 (nM)

		34.9

		12.5

		5.1

		Curve did not saturate

		11.5



		

		Fold-Activation

(± SEM)

		580

(± 22.6)

		283

(± 12.2)

		602

(± 54.1)

		Curve did not saturate)

		578

(± 36.3)



		Elephant Shark GR

-DBD-TRGQ

		EC50 (nM)

		32.0

		9.7

		3.4

		Curve did not saturate)

		8.35



		

		Fold-Activation

(± SEM)

		381

(± 17.4)

		150

(± 2.1)

		285

(± 49.6)

		Curve did not saturate)

		385

(± 12.5)



		Elephant Shark MR -wt

		EC50 (nM)

		2.1

		0.053

		1.6

		0.36

		0.1



		

		Fold-Activation

(± SEM)

		17.4

(± 0.5)

		12.4

(± 0.9)

		15.6

(± 0.9)

		14.2

(± 1.1)

		12.0

(± 0.9)



		Elephant Shark MR

-DBD-TRGQ

		EC50 (nM)

		2.6

		0.035

		0.9

		0.27

		0.094



		

		Fold-Activation

(± SEM)

		9.9

(± 0.6)

		5.9

(± 0.2)

		7.5

(± 0.4)

		6.5

(± 0.8)

		8.9

(± 0.9)



		TAT3-luc

		

		Cortisol

		DOC

		Corticosterone

		11-deoxycortisol

		Aldo



		Elephant Shark GR

-wt

		EC50 (nM)

		27.1

		12.9

		5.0

		Curve does not saturate

		10.3



		

		Fold-Activation

(± SEM)

		157

(± 9.7)

		43.4

(± 1.4)

		189

(± 28.9)

		Curve does not saturate

		229

(± 18.4)



		Elephant Shark GR

-DBD-TRGQ

		EC50 (nM)

		45.7

		16.5

		5.0

		Curve does not saturate

		11.5



		

		Fold-Activation

(± SEM)

		141

(± 15.0)

		27.1

(± 2.1)

		109

(± 9.7)

		Curve does not saturate

		163

(± 22.7)



		Elephant Shark MR -wt

		EC50 (nM)

		12.4

		0.062

		2.0

		0.26

		0.15



		

		Fold-Activation

(± SEM)

		16.7

(± 1.5)

		8.0

(± 0.5)

		9.8

(± 0.5)

		7.5

(± 0.4)

		10.7

(± 0.3)



		Elephant Shark MR

-DBD-TRGQ

		EC50 (nM)

		28.5

		0.06

		2.5

		0.27

		0.17



		

		Fold-Activation

(± SEM)

		9.8

(± 1.3)

		3.6

(± 0.3)

		6.2

(± 0.1)

		4.3

(± 0.5)

		6.8

(± 0.1)





wt = wild type sequence, DBD-TRGQ = TRGQ motif insertion in DBD

DOC = 11-deoxycorticosterone, Aldo = aldosterone

Curves for 11-deoxycortisol activation of elephant shark GR did not saturate at 10-6 M.


