RiPPs reference BGCs
RiPPs families  Strain Genomic region Most similar known cluster  Smilarity
BC-Bacteriocin 1 : B. cereus ZB201708 NZ_CP030982.1.region009 - -
‘ 1 3 ? 7 9 M1 1‘3 |
Il I
| o | i i moelom B i -
2 4 [ s 10 12 14
Location: 2,468,894 - 2,477,159 nt. (total: 8,266 nt) bacteriocin
169,000 2,470,000 2,471,000 2,472,000 2,473,000 2,474,000 2,475,000 2,476,000 2.4770C
BC-Bacteriocin 2 : B. thuringiensis HD1002 NZ_CP009351.1.region005 - -
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Location: 1,379,714 - 1,389,169 nt. (total: 9,456 nt) bacteriocin
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1,380,000 1,381,000 1,382,000 1,383,000 1,384,000 1,385,000 1,386,000 1,387,000 1,388,000 1,389,0C
BC-Bacteriocin 3 : B. thuringiensis 4G5 NZ_CP010089.1.region007 - -
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Location: 2,741,425 - 2,750,241 nt. (total: 8,817 nt) bacteriocin
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2,742,000 2,743,000 2,744 000 2,745,000 2,746,000 2,747,000 2,748,000 2,749,000 2,750,000
BC-Lasso peptide 1 : B. cereus A1 NZ_CP015727.1.region001 - -
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| Location: 568,125 - 591,631 nt. (total: 23,507 nt)4 6 8 10
bacteriocin
570,000 572,000 574,000 576,000 578,000 580,000 582,000 584,000 586,000 588,000 590,000
BC-Bacteriocin 4 : B. thuringiensis BGSC 4AA1  NZ_CP010577.1.region009 - -
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Location: 2,725,350 - 2,735,610 nt. (total: 10,261 nt) bacteriocin
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2,726,000 2,727,000 2,728,000 2,729,000 2,730,000 2,731,000 2,732,000 2,733,000 2,734,000 2,735,000
BC-Bacteriocin 5 : B. cereus ZB201708 NZ_CP030982.1.region010 -
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Location: 2,680,757 - 2,589,106 nt. (total: 8,350 nt bacteriocin
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2,581,000 2,582,000 2‘583‘0070 2,584 000 2,585,000 2,586,000 ~ 2,587,000 2,588 000 2589C
BC-Cerecidin : B. thuringiensis YGd22-03 NZ_CP019230.1.region011  cerecidin/ cerecidin A1/ cerecidin A2/ g49,
cerecidin A3 / cerecidin A4 / cerecidin
A5 | cerecidin A6 / cerecidin A7
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Location: 4,472,628 - 4,495,786 nt. (total: 23,159 nt) anthipeptide
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4474000 4,476,000 4,478,000 4,480,000 4,482,000 4,484,000 4,486,000 4,488,000 4,490,000 4,492,000 4,494,000
Legend:
core biosynthetic additional biosynthetic transport-related regulatory other .
| genes = genes = genes u genes L genes resistance




