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Supplementary Table 1. Read depth coverage.
	Sample
	WGS read depth coverage

	Poband
	53.0x

	Maternal
	57.7x

	Paternal
	42.0x


WSG: whole genome sequencing




















Supplementary Table 3. De novo mosaic variants in exome sequencing
	Gene 
	Position
	REF
	ALT
	VAF
	Mutation type
	Disease association

	CD177
	Chr19: 43361453
	G
	C
	20%
	Missense
	No disease association

	CFTR
	Chr7: 117595054
	C
	T
	10%
	Missense
	Cystic fibrosis [MIM: 219700]

	DOK2a
	Chr8: 21909421
	C
	G
	28%
	Missense
	No disease association

	ENGa
	Chr9: 127854287
	A
	C
	12%
	Splice donor
	Telangiectasia, hereditary hemorrhagic, type 1 [MIM:187300]

	HLA-C
	Chr6: 31271273
	G
	T
	35%
	Missense
	No disease association

	HRNR
	Chr1: 152214838
	T
	C
	8%
	Missense
	No disease association

	KAT2Ba
	Chr3: 20119629
	T
	G
	11.5%
	Missense
	No disease association

	LILRB1
	Chr19: 54633024
	T
	C
	12%
	Missense
	No disease association

	LILRB1
	Chr19: 54633025
	A
	G
	12%
	Missense
	No disease association

	LILRB1
	Chr19: 54633028
	A
	C
	9%
	Missense
	No disease association

	LILRB1
	Chr19: 54633033
	G
	C
	11%
	Missense
	No disease association

	LILRB1
	Chr19: 54633034
	T
	C
	11%
	Missense
	No disease association

	LILRB1
	Chr19: 54633037
	C
	T
	17%
	Missense
	No disease association

	LRFN5a
	Chr14: 41887398
	A
	G
	18%
	Missense
	No disease association

	MAPK12
	Chr22: 50253481
	C
	G
	26%
	Splice acceptor
	No disease association

	MAPK12
	Chr22: 50253482 
	T
	G
	30%
	Splice acceptor
	No disease association

	MUC21
	Chr6: 30986692
	A
	G
	11.5%
	Missense
	No disease association

	NDUFB11
	ChrX: 47144474
	T
	C
	9%
	Missense
	Linear skin defects with multiple congenital anomalies 3 [MIM: 300952]

	NDUFB11
	ChrX: 47144475
	T
	C
	9%
	Missense
	Linear skin defects with multiple congenital anomalies 3 [MIM: 300952]

	NUP85a
	Chr17: 75225394
	A
	C
	37%
	Missense
	No disease association

	TRIM35a
	Chr8: 27310821
	C
	T
	22%
	Missense
	No disease association

	VGLL2a
	Chr6: 117268480
	G
	C
	15%
	Missense
	No disease association

	ZNF598a
	Chr16: 2002205
	C
	T
	14%
	Splice donor
	No disease association


a Published in the case report (1)
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