Supplementary Materials – SM_2
Chemical analysis of SAM produced by Pseudomonas sp. ANT_H12B – detailed methodology
Extraction of organic compounds from the aqueous phase

Organic compounds were extracted from 100 ml of the cell-free aqueous phase of the bacterial cultures and chemical control samples using 25 ml of chloroform in a separatory funnel for 3 min. This procedure was repeated three times. Chloroform extracts were dried with anhydrous Na2SO4, evaporating the solvent under an N2 stream. Samples were then derivatized with 0.5 ml of BSTFA:TMCS, 99:1 (Supelco, USA), for 30 min at 70 °C. A blank sample was prepared according to the same procedure.

Analysis of extractable organic compounds – gas chromatography analysis

The separation of organic compounds was performed using an Agilent 7890A Series Gas Chromatograph interfaced with an Agilent 5973c Network Mass Selective Detector and an Agilent 7683 Series Injector (Agilent Technologies, USA). A 5 µl sample was injected with split 1:5 (sample; carrier gas) by 0.3% SD to an HP-5MS column (30 m × 0.25 mm I.D., 0.25 µm film thickness, Agilent Technologies, USA) using He as the carrier gas at 1 ml min−1. The ion source was maintained at 250 °C; the GC oven was programmed with a temperature gradient starting at 100 °C (for 3 min), and this was gradually increased to 300 °C (for 2 min) at 6 °C min−1. Mass spectrometry analysis was carried out in the electron-impact mode at an ionizing potential of 70 eV. Mass spectra were recorded from m/z 40 to 800 (0–39 min).
Selection, identification, and classification of organic compounds

Peaks that indicated an area not less than 0.1% of the total area of the total ion current chromatogram were selected for identification. The identification was performed with an Agilent Technologies Enhanced ChemStation (G1701EA ver. E.02.00.493) and The Wiley Registry of Mass Spectral Data (version 3.2, Copyright 1988–2000 by Palisade Corporation with, 8th Edition with Structures, Copyright 2000 by John Wiley and Sons, Inc.) using a 3% cutoff threshold.


The selected peaks representing organic compounds whose mass spectra indicated compliance with reference mass spectra equal to or higher than 80% were identified. The rest of the organic compounds representing lower compliance (<80%) were assigned only to the major classes of organic compounds based on the presence of characteristic and dominating fragmentation ions (aromatic hydrocarbons– m/z 65, 77, 78, 79; aliphatic hydrocarbons – m/z 43, 57, 71, 85, 99; alcohols – m/z 45, 59, 73, 87; aldehydes – m/z 44, 58, 72; carboxylic acids – m/z 43, 45, 57, 59, 60, 71, 73, 85, 87). Those organic compounds present in extracts of three repetitions of each sample were selected for further analysis.
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