
 

 

 

 

 

 

 

 

 

 

 

 

Supplementary Table 1:  Linear regression model results for Maze intertap intervals (ITI) compared to spatiotemporal gait measures in 
PD participants in the OFF levodopa state (n=25) 
 Stride-length Stride-time Stride-width Stride-velocity 
 

R2 p 
value 

BH 
corrected 

p value 
R2 p value 

BH 
corrected 

p value 
R2 p value 

BH 
corrected 

p value 
R2 p value 

BH 
corrected 

p value 
Maze 1 ITI 0.055 0.261 0.348 0.018 0.528 0.621 0.092 0.14 0.350 0.071 0.199 0.362 
Maze 2 ITI 0.410 0.0006 0.006 0.102 0.119 0.340 0.241 0.013 0.065 0.417 0.0005 0.010 
Maze 3 ITI 0.263 0.009 0.060 0.006 0.715 0.794 0.187 0.031 0.103 0.235 0.014 0.056 
Maze 4 ITI 0.058 0.247 0.353 0.000 0.965 0.965 0.084 0.159 0.318 0.044 0.312 0.390 
Maze 5 ITI 0.065 0.217 0.362 0.001 0.862 0.907 0.089 0.148 0.329 0.061 0.232 0.357 
Numbers in bold indicate significant p values after Benjamini-Hochberg (BH) correction    

Supplementary Table 2: Linear regression model results for Maze intertap intervals (ITI) compared to standard PD 
assessment scales in PD participants in the OFF levodopa state (n=25) 
 Motor UPDRS Total UPDRS N-FOG-Q 
 

R2 p value 
BH 

corrected 
p value 

R2 p value 
BH 

corrected 
p value 

R2 p value 
BH 

corrected 
p value 

Maze 1 ITI 0.070 0.202 0.337 0.025 0.452 0.443 0.048 0.295 0.452 
Maze 2 ITI 0.357 0.002 0.030 0.278 0.007 0.030 0.315 0.004 0.035 
Maze 3 ITI 0.205 0.023 0.086 0.121 0.088 0.093 0.187 0.031 0.220 
Maze 4 ITI 0.082 0.165 0.309 0.028 0.427 0.481 0.038 0.353 0.458 
Maze 5 ITI 0.104 0.115 0.246 0.037 0.357 0.471 0.03 0.408 0.446 
Numbers in bold indicate significant p values after Benjamini-Hochberg (BH) correction 



Supplementary Table 3: Linear regression model results for Maze intertap intervals compared to non-
motor assessment scales 
 MoCA HAM-A HAM-D RBD-Q 
 R2 p value R2 p value R2 p value R2 p value 
Maze 1 ITI 0.001 0.878 0.014 0.578 0.007 0.700 0.011 0.612 
Maze 2 ITI 0.129 0.078 0.024 0.460 0.010 0.633 0.036 0.364 
Maze 3 ITI 0.134 0.072 0.006 0.703 0.005 0.746 0.012 0.602 
Maze 4 ITI 0.002 0.839 0.033 0.388 0.024 0.459 0.002 0.832 
Maze 5 ITI 0.001 0.857 0.019 0.513 0.013 0.587 0.000 0.950 
All Benjamini-Hochberg (BH) corrected p values were 0.950. 

 

 

Supplementary Table 4: Repeated measures 
ANOVA for PD participants (n=22) levodopa 
response on mazes 

 R2 p value BH corrected 
p value 

Maze 1 3.939 0.06 0.1 
Maze 2 15.576 0.00074 0.004 
Maze 3 6.843 0.016 0.04 
Maze 4 1.361 0.256 0.245 
Maze 5 1.782 0.196 0.256 
Numbers in bold indicate significant p values after 
Benjamini-Hochberg (BH) correction 

 

 

 

 

 



Supplementary Table 5: Linear regression model results for levodopa response for delta 
maze intertap intervals compared to delta UPDRS scores 
 delta motor UPDRS  delta total UPDRS  
 

R2 p value 
BH 

corrected 
p value 

R2 p value 
BH 

corrected 
p value 

Maze 1 delta ITI 0.088 0.193 0.214 0.076 0.226 0.226 
Maze 2 delta ITI 0.485 0.000456 0.005 0.409 0.002* 0.010 
Maze 3 delta ITI 0.183 0.053 0.076 0.151 0.081 0.101 
Maze 4 delta ITI 0.301 0.010 0.025 0.308 0.009* 0.030 
Maze 5 delta ITI 0.247 0.022 0.044 0.182 0.031 0.052 
Numbers in bold indicate significant p values after Benjamini-Hochberg (BH) correction 

 

 

 

 

 

 

 

 

 

 

 

 

 



Supplementary Table 6: FOG vs noFOG subgroup analysis. 
Test type: Mann-Whitney 
Group: noFOG vs FOG 
Medication 
state: OFF-levodopa OFF-levodopa 

 Z 
p 

value 

BH 
corrected 

p value Z 
p 

value 

BH 
corrected 

p value 
Maze 1 -2.389 0.016 0.016 -2.321 0.020 0.025 
Maze 2 -2.525 0.010 0.017 -2.456 0.014 0.023 
Maze 3 -2.457 0.013 0.016 -2.867 0.004 0.020 
Maze 4 -2.867 0.003 0.015 -2.116 0.034 0.034 
Maze 5 -2.662 0.006 0.015 -2.798 0.005 0.013 

 

Supplementary Table 6: FOG vs noFOG subgroup analysis (cont). 
Test type: Repeated measures ANOVA 
Group: noFOG FOG noFOG vs FOG 
Medication 
state: OFF vs ON levodopa OFF vs ON levodopa Group only Levodopa x group 

 F p value 

BH 
corrected p 

value F p value 

BH 
corrected 

p value F p value 

BH 
corrected 

p value F p value 

BH 
corrected 

p value 
Maze 1 4.47 0.054 0.090 0.754 0.414 0.489 5.933 0.024 0.056 0.001 0.974 0.974 
Maze 2 14.532 0.002 0.010 7.640 0.028 0.140 8.465 0.009 0.045 4.079 0.057 0.285 
Maze 3 7.285 0.018 0.045 2.350 0.169 0.423 5.865 0.025 0.056 0.85 0.368 0.613 
Maze 4 0.34 0.570 0.570 1.007 0.349 0.489 4.257 0.052 0.056 1.107 0.305 0.763 
Maze 5 1.545 0.236 0.295 0.534 0.489 0.489 4.126 0.056 0.056 0.087 0.771 0.964 
Numbers in bold indicate significant p values after Benjamini-Hochberg (BH) correction 

 


