Comprehensive analysis of the diagnostic and therapeutic value of hypoxia-related gene PLAUR in atherosclerosis progression
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[bookmark: _Hlk120556521]Supplementary Figure S1: Validation cohort suitability verification. (A) EA and AA were clustered into two clusters with significant heterogeneity in the results of PCA analysis. (B) Volcano plot showing the DEGs between EA and AA in the GSE43292 cohort. |Log2FC| > 0.5 and p < 0.05 are considered to have a significant statistical difference. Up (red) and down (blue) are indicated. (C) GSEA of 105 genes represents the HIF-1 signal pathway, which reveals the relationship between plaque status and HIF-1 pathway. AA is located on the left side near the starting point of the x-axis, while EA is located on the right side of the x-axis (GSE43292). (D) GSEA of 289 marker genes represents "hypoxia response", indicating the relationship between plaque status and hypoxia response. AA is located on the left side near the origin of the x-axis, while EA is located on the right side of the x-axis (GSE43292). (E) The transcription level of HIF1A was significantly increased in AA (p = 0.0002). (F) ImmuneScore was significantly increased in AA (p = 2.7e-6). (G) Correlation between HIF1A transcription levels and ImmuneScore.
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[bookmark: _Hlk120556587][bookmark: _Hlk119247597]Supplementary Figure S2. Validation and screening of AA-specific candidate genes involved in hypoxia. (A) Soft threshold selection process. (B) Cluster dendrogram. Each color represents one specific co-expression module and the colored rows below the dendrogram represent the merged modules.

· Supplementary Tables

Supplementary Table1：Prediction results of miRNA targeting HIF1A based on TarBase dataset and miRTarBase dataset.
	
	mature_mirna_id
	target_symbol
	mirtarbase
	tarbase
	validated.sum
	all.sum

	
	
	
	
	
	
	

	1
	hsa-miR-217
	HIF1A
	1
	1
	2
	2

	2
	hsa-miR-17-5p
	HIF1A
	3
	1
	2
	2

	3
	hsa-miR-18a-5p
	HIF1A
	5
	1
	2
	2

	4
	hsa-miR-27a-3p
	HIF1A
	1
	1
	2
	2

	5
	hsa-miR-93-5p
	HIF1A
	3
	1
	2
	2

	6
	hsa-miR-107
	HIF1A
	1
	1
	2
	2

	7
	hsa-miR-210-3p
	HIF1A
	1
	1
	2
	2

	8
	hsa-miR-138-5p
	HIF1A
	2
	1
	2
	2

	9
	hsa-miR-142-5p
	HIF1A
	1
	1
	2
	2

	10
	hsa-miR-186-5p
	HIF1A
	1
	1
	2
	2

	11
	hsa-miR-155-5p
	HIF1A
	1
	1
	2
	2

	12
	hsa-miR-338-3p
	HIF1A
	1
	1
	2
	2

	13
	hsa-miR-424-5p
	HIF1A
	1
	1
	2
	2

	14
	hsa-miR-429
	HIF1A
	1
	1
	2
	2

	15
	hsa-miR-494-3p
	HIF1A
	1
	1
	2
	2

	16
	hsa-miR-625-3p
	HIF1A
	1
	1
	2
	2

	17
	hsa-miR-2682-5p
	HIF1A
	1
	1
	2
	2

	18
	hsa-miR-4487
	HIF1A
	1
	1
	2
	2

	19
	hsa-miR-17-92
	HIF1A
	0
	0
	1
	1

	20
	hsa-miR-375
	HIF1A
	0
	1
	1
	1

	21
	hsa-let-7b-5p
	HIF1A
	1
	0
	1
	1

	22
	hsa-let-7d-5p
	HIF1A
	0
	1
	1
	1

	23
	hsa-miR-16-5p
	HIF1A
	0
	1
	1
	1

	24
	hsa-miR-19a-3p
	HIF1A
	0
	1
	1
	1

	25
	hsa-miR-19b-3p
	HIF1A
	0
	1
	1
	1

	26
	hsa-miR-20a-5p
	HIF1A
	3
	0
	1
	1

	27
	hsa-miR-21-5p
	HIF1A
	1
	0
	1
	1

	28
	hsa-miR-22-3p
	HIF1A
	1
	0
	1
	1

	29
	hsa-miR-23a-3p
	HIF1A
	0
	1
	1
	1

	30
	hsa-miR-29a-3p
	HIF1A
	0
	1
	1
	1

	31
	hsa-miR-31-5p
	HIF1A
	0
	1
	1
	1

	32
	hsa-miR-33a-5p
	HIF1A
	2
	0
	1
	1

	33
	hsa-miR-96-5p
	HIF1A
	0
	1
	1
	1

	34
	hsa-miR-29b-3p
	HIF1A
	0
	1
	1
	1

	35
	hsa-miR-106a-5p
	HIF1A
	1
	0
	1
	1

	36
	hsa-miR-196a-5p
	HIF1A
	0
	1
	1
	1

	37
	hsa-miR-199a-5p
	HIF1A
	6
	0
	1
	1

	38
	hsa-miR-148a-3p
	HIF1A
	0
	1
	1
	1

	39
	hsa-miR-10a-5p
	HIF1A
	0
	1
	1
	1

	40
	hsa-miR-10b-5p
	HIF1A
	0
	1
	1
	1

	41
	hsa-miR-34a-5p
	HIF1A
	0
	1
	1
	1

	42
	hsa-miR-182-5p
	HIF1A
	0
	1
	1
	1

	43
	hsa-miR-183-5p
	HIF1A
	0
	1
	1
	1

	44
	hsa-miR-199b-5p
	HIF1A
	1
	0
	1
	1

	45
	hsa-miR-218-5p
	HIF1A
	0
	1
	1
	1

	46
	hsa-miR-1-3p
	HIF1A
	0
	1
	1
	1

	47
	hsa-miR-23b-3p
	HIF1A
	0
	2
	1
	1

	48
	hsa-miR-27b-3p
	HIF1A
	0
	1
	1
	1

	49
	hsa-miR-124-3p
	HIF1A
	0
	1
	1
	1

	50
	hsa-miR-128-3p
	HIF1A
	0
	1
	1
	1

	51
	hsa-miR-130a-3p
	HIF1A
	0
	1
	1
	1

	52
	hsa-miR-133a-3p
	HIF1A
	0
	1
	1
	1

	53
	hsa-miR-140-5p
	HIF1A
	0
	1
	1
	1

	54
	hsa-miR-145-5p
	HIF1A
	1
	0
	1
	1

	55
	hsa-miR-9-5p
	HIF1A
	0
	1
	1
	1

	56
	hsa-miR-193a-3p
	HIF1A
	0
	1
	1
	1

	57
	hsa-miR-195-5p
	HIF1A
	0
	1
	1
	1

	58
	hsa-miR-106b-5p
	HIF1A
	2
	0
	1
	1

	59
	hsa-miR-29c-3p
	HIF1A
	0
	1
	1
	1

	60
	hsa-miR-34b-5p
	HIF1A
	1
	0
	1
	1

	61
	hsa-miR-299-3p
	HIF1A
	0
	1
	1
	1

	62
	hsa-miR-376c-3p
	HIF1A
	0
	1
	1
	1

	63
	hsa-miR-370-3p
	HIF1A
	0
	1
	1
	1

	64
	hsa-miR-373-3p
	HIF1A
	0
	1
	1
	1

	65
	hsa-miR-374a-5p
	HIF1A
	0
	1
	1
	1

	66
	hsa-miR-376a-3p
	HIF1A
	0
	1
	1
	1

	67
	hsa-miR-377-3p
	HIF1A
	0
	1
	1
	1

	68
	hsa-miR-382-5p
	HIF1A
	0
	1
	1
	1

	69
	hsa-miR-151a-3p
	HIF1A
	1
	0
	1
	1

	70
	hsa-miR-148b-3p
	HIF1A
	0
	1
	1
	1

	71
	hsa-miR-324-5p
	HIF1A
	0
	1
	1
	1

	72
	hsa-miR-325
	HIF1A
	0
	1
	1
	1

	73
	hsa-miR-196b-5p
	HIF1A
	0
	1
	1
	1

	74
	hsa-miR-18b-5p
	HIF1A
	3
	0
	1
	1

	75
	hsa-miR-20b-5p
	HIF1A
	4
	0
	1
	1

	76
	hsa-miR-433-3p
	HIF1A
	1
	0
	1
	1

	77
	hsa-miR-412-3p
	HIF1A
	0
	1
	1
	1

	78
	hsa-miR-410-3p
	HIF1A
	0
	1
	1
	1

	79
	hsa-miR-376b-3p
	HIF1A
	0
	1
	1
	1

	80
	hsa-miR-485-5p
	HIF1A
	0
	1
	1
	1

	81
	hsa-miR-193b-3p
	HIF1A
	0
	1
	1
	1

	82
	hsa-miR-519c-3p
	HIF1A
	1
	0
	1
	1

	83
	hsa-miR-518c-5p
	HIF1A
	0
	1
	1
	1

	84
	hsa-miR-519d-3p
	HIF1A
	1
	0
	1
	1

	85
	hsa-miR-299-5p
	HIF1A
	1
	0
	1
	1

	86
	hsa-miR-558
	HIF1A
	1
	0
	1
	1

	87
	hsa-miR-575
	HIF1A
	0
	1
	1
	1

	88
	hsa-miR-580-3p
	HIF1A
	0
	1
	1
	1

	89
	hsa-miR-583
	HIF1A
	0
	1
	1
	1

	90
	hsa-miR-587
	HIF1A
	0
	1
	1
	1

	91
	hsa-miR-589-3p
	HIF1A
	1
	0
	1
	1

	92
	hsa-miR-616-5p
	HIF1A
	0
	1
	1
	1

	93
	hsa-miR-647
	HIF1A
	0
	1
	1
	1

	94
	hsa-miR-548d-3p
	HIF1A
	0
	1
	1
	1

	95
	hsa-miR-659-3p
	HIF1A
	0
	1
	1
	1

	96
	hsa-miR-16-1-3p
	HIF1A
	0
	1
	1
	1

	97
	hsa-miR-22-5p
	HIF1A
	0
	1
	1
	1

	98
	hsa-miR-27a-5p
	HIF1A
	0
	1
	1
	1

	99
	hsa-miR-29a-5p
	HIF1A
	0
	1
	1
	1

	100
	hsa-miR-32-3p
	HIF1A
	0
	1
	1
	1

	101
	hsa-miR-93-3p
	HIF1A
	0
	1
	1
	1

	102
	hsa-miR-100-3p
	HIF1A
	0
	1
	1
	1

	103
	hsa-miR-106a-3p
	HIF1A
	1
	0
	1
	1

	104
	hsa-miR-16-2-3p
	HIF1A
	0
	1
	1
	1

	105
	hsa-miR-10b-3p
	HIF1A
	0
	1
	1
	1

	106
	hsa-miR-23b-5p
	HIF1A
	0
	1
	1
	1

	107
	hsa-miR-138-1-3p
	HIF1A
	1
	0
	1
	1

	108
	hsa-miR-146a-3p
	HIF1A
	0
	1
	1
	1

	109
	hsa-miR-200c-5p
	HIF1A
	1
	0
	1
	1

	110
	hsa-miR-106b-3p
	HIF1A
	1
	0
	1
	1

	111
	hsa-miR-342-5p
	HIF1A
	0
	1
	1
	1

	112
	hsa-miR-337-5p
	HIF1A
	0
	1
	1
	1

	113
	hsa-miR-497-3p
	HIF1A
	1
	0
	1
	1

	114
	hsa-miR-501-3p
	HIF1A
	0
	1
	1
	1

	115
	hsa-miR-502-3p
	HIF1A
	0
	1
	1
	1

	116
	hsa-miR-509-5p
	HIF1A
	1
	0
	1
	1

	117
	hsa-miR-576-3p
	HIF1A
	1
	0
	1
	1

	118
	hsa-miR-590-3p
	HIF1A
	0
	1
	1
	1

	119
	hsa-miR-889-3p
	HIF1A
	1
	0
	1
	1

	120
	hsa-miR-509-3-5p
	HIF1A
	1
	0
	1
	1

	121
	hsa-miR-935
	HIF1A
	1
	0
	1
	1

	122
	hsa-miR-940
	HIF1A
	1
	0
	1
	1

	123
	hsa-miR-1260a
	HIF1A
	0
	1
	1
	1

	124
	hsa-miR-548o-3p
	HIF1A
	0
	1
	1
	1

	125
	hsa-miR-1276
	HIF1A
	0
	1
	1
	1

	126
	hsa-miR-664a-3p
	HIF1A
	0
	1
	1
	1

	127
	hsa-miR-1322
	HIF1A
	2
	0
	1
	1

	128
	hsa-miR-449c-5p
	HIF1A
	1
	0
	1
	1

	129
	hsa-miR-3121-3p
	HIF1A
	1
	0
	1
	1

	130
	hsa-miR-3128
	HIF1A
	1
	0
	1
	1

	131
	hsa-miR-3074-3p
	HIF1A
	1
	0
	1
	1

	132
	hsa-miR-3160-3p
	HIF1A
	1
	0
	1
	1

	133
	hsa-miR-1260b
	HIF1A
	0
	1
	1
	1

	134
	hsa-miR-4282
	HIF1A
	1
	0
	1
	1

	135
	hsa-miR-3609
	HIF1A
	1
	0
	1
	1

	136
	hsa-miR-3613-3p
	HIF1A
	0
	1
	1
	1

	137
	hsa-miR-23c
	HIF1A
	0
	1
	1
	1

	138
	hsa-miR-3662
	HIF1A
	2
	0
	1
	1

	139
	hsa-miR-3668
	HIF1A
	1
	0
	1
	1

	140
	hsa-miR-3909
	HIF1A
	0
	1
	1
	1

	141
	hsa-miR-548z
	HIF1A
	0
	1
	1
	1

	142
	hsa-miR-4418
	HIF1A
	1
	0
	1
	1

	143
	hsa-miR-548ah-5p
	HIF1A
	1
	0
	1
	1

	144
	hsa-miR-4463
	HIF1A
	1
	0
	1
	1

	145
	hsa-miR-4464
	HIF1A
	1
	0
	1
	1

	146
	hsa-miR-4470
	HIF1A
	1
	0
	1
	1

	147
	hsa-miR-4499
	HIF1A
	1
	0
	1
	1

	148
	hsa-miR-4662a-5p
	HIF1A
	2
	0
	1
	1

	149
	hsa-miR-4735-3p
	HIF1A
	2
	0
	1
	1

	150
	hsa-miR-4748
	HIF1A
	1
	0
	1
	1

	151
	hsa-miR-4799-5p
	HIF1A
	1
	0
	1
	1

	152
	hsa-miR-5094
	HIF1A
	1
	0
	1
	1

	153
	hsa-miR-5681b
	HIF1A
	1
	0
	1
	1

	154
	hsa-miR-5692a
	HIF1A
	2
	0
	1
	1

	155
	hsa-miR-548h-3p
	HIF1A
	0
	1
	1
	1

	156
	hsa-miR-1277-5p
	HIF1A
	0
	1
	1
	1

	157
	hsa-miR-5089-3p
	HIF1A
	2
	0
	1
	1

	158
	hsa-miR-6511a-5p
	HIF1A
	1
	0
	1
	1

	159
	hsa-miR-153-5p
	HIF1A
	3
	0
	1
	1

	160
	hsa-miR-329-5p
	HIF1A
	1
	0
	1
	1

	161
	hsa-miR-1910-3p
	HIF1A
	1
	0
	1
	1

	162
	hsa-miR-6755-5p
	HIF1A
	1
	0
	1
	1

	163
	hsa-miR-6806-5p
	HIF1A
	1
	0
	1
	1

	164
	hsa-miR-6807-3p
	HIF1A
	1
	0
	1
	1

	165
	hsa-miR-6808-5p
	HIF1A
	1
	0
	1
	1

	166
	hsa-miR-6815-3p
	HIF1A
	1
	0
	1
	1

	167
	hsa-miR-6893-5p
	HIF1A
	1
	0
	1
	1

	168
	hsa-miR-8055
	HIF1A
	1
	0
	1
	1




Supplementary Table2：Prediction results of lncRNA targeting hsa-miR-424-5p based on starBase dataset.
	
	miRNAname
	geneName
	geneType

	1
	hsa-miR-424-5p
	AL391244.1
	processed_transcript

	4
	hsa-miR-424-5p
	AL031282.2
	processed_transcript

	5
	hsa-miR-424-5p
	AL031281.2
	lincRNA
	

	6
	hsa-miR-424-5p
	SNHG12
	antisense
	

	7
	hsa-miR-424-5p
	RP6-206I17.2
	lincRNA
	

	9
	hsa-miR-424-5p
	MIR29B2CHG
	lincRNA
	

	10
	hsa-miR-424-5p
	AL359924.1
	antisense
	

	11
	hsa-miR-424-5p
	FGD5-AS1
	antisense
	

	12
	hsa-miR-424-5p
	LINC02035
	lincRNA
	

	13
	hsa-miR-424-5p
	AC098864.1
	antisense
	

	14
	hsa-miR-424-5p
	AC114980.1
	sense_intronic

	15
	hsa-miR-424-5p
	LINC01184
	lincRNA
	

	16
	hsa-miR-424-5p
	AC021078.1
	processed_transcript

	18
	hsa-miR-424-5p
	HCG18
	antisense
	

	21
	hsa-miR-424-5p
	AC003092.1
	lincRNA
	

	22
	hsa-miR-424-5p
	AC079781.5
	processed_transcript

	26
	hsa-miR-424-5p
	STAG3L5P-PVRIG2P-PILRB
	processed_transcript

	27
	hsa-miR-424-5p
	NUTM2B-AS1
	antisense
	

	28
	hsa-miR-424-5p
	NUTM2A-AS1
	antisense
	

	29
	hsa-miR-424-5p
	SNHG1
	processed_transcript

	32
	hsa-miR-424-5p
	NEAT1
	lincRNA
	

	34
	hsa-miR-424-5p
	AC020978.7
	sense_overlapping

	35
	hsa-miR-424-5p
	AC009022.1
	processed_transcript

	36
	hsa-miR-424-5p
	MIR497HG
	antisense
	

	37
	hsa-miR-424-5p
	AC016876.1
	antisense
	

	39
	hsa-miR-424-5p
	AC018628.1
	TEC
	

	40
	hsa-miR-424-5p
	SNHG25
	lincRNA
	

	41
	hsa-miR-424-5p
	SNHG16
	processed_transcript

	44
	hsa-miR-424-5p
	LINC00662
	lincRNA
	

	45
	hsa-miR-424-5p
	AC008555.8
	TEC
	

	47
	hsa-miR-424-5p
	AC021092.1
	antisense
	

	48
	hsa-miR-424-5p
	AC005261.1
	lincRNA
	

	49
	hsa-miR-424-5p
	MZF1-AS1
	antisense
	

	50
	hsa-miR-424-5p
	LINC00649
	antisense
	

	51
	hsa-miR-424-5p
	AP000317.2
	processed_transcript

	53
	hsa-miR-424-5p
	MCM3AP-AS1
	antisense
	

	55
	hsa-miR-424-5p
	AC002470.2
	processed_transcript

	57
	hsa-miR-424-5p
	AC004656.1
	sense_overlapping

	62
	hsa-miR-424-5p
	XIST
	lincRNA
	

	64
	hsa-miR-424-5p
	AL035425.3
	sense_overlapping

	65
	hsa-miR-424-5p
	MIR503HG
	lincRNA
	





supplementary Table3：Prediction results of drugs targeting PLAUR based on DrugMatrix dataset.
	Term
	Overlap
	P-value
	Adjusted P-value
	Combined Score
	Genes

	Luronit CTD 00006106
	1/37
	0.00185
	0.033366
	125618.9
	PLAUR

	AMILORIDE CTD 00005369
	1/48
	0.0024
	0.033366
	120356.5
	PLAUR

	choline CTD 00005662
	1/52
	0.0026
	0.033366
	118735.7
	PLAUR

	MK 886 CTD 00002517
	1/52
	0.0026
	0.033366
	118735.7
	PLAUR

	valsartan CTD 00002971
	1/64
	0.0032
	0.033366
	114524.7
	PLAUR

	chlorprothixene PC3 UP
	1/71
	0.00355
	0.033366
	112416
	PLAUR

	biochanin A CTD 00000149
	1/84
	0.0042
	0.033366
	108994
	PLAUR

	Bexarotene CTD 00003225
	1/92
	0.0046
	0.033366
	107139.1
	PLAUR

	ciclopirox MCF7 UP
	1/103
	0.00515
	0.033366
	104832.8
	PLAUR

	phenytoin CTD 00006527
	1/110
	0.0055
	0.033366
	103488.1
	PLAUR

	LITHOCHOLIC ACID CTD 00006221
	1/116
	0.0058
	0.033366
	102400.8
	PLAUR

	1,4-chrysenequinone PC3 UP
	1/119
	0.00595
	0.033366
	101877.7
	PLAUR

	colchicine HL60 UP
	1/132
	0.0066
	0.033366
	99751.22
	PLAUR

	3,4-DICHLOROANILINE CTD 00000754
	1/136
	0.0068
	0.033366
	99138.14
	PLAUR

	pyrvinium HL60 UP
	1/137
	0.00685
	0.033366
	98987.63
	PLAUR

	thalidomide CTD 00006858
	1/142
	0.0071
	0.033366
	98250.87
	PLAUR

	diuron CTD 00005864
	1/144
	0.0072
	0.033366
	97963.27
	PLAUR

	etoposide HL60 UP
	1/147
	0.00735
	0.033366
	97539.11
	PLAUR

	Vanadic sulfate CTD 00001628
	1/158
	0.0079
	0.033366
	96053.21
	PLAUR

	luteolin HL60 UP
	1/159
	0.00795
	0.033366
	95923.19
	PLAUR

	ellipticine HL60 DOWN
	1/161
	0.00805
	0.033366
	95665.53
	PLAUR

	5109870 MCF7 UP
	1/171
	0.00855
	0.033366
	94422.42
	PLAUR

	niclosamide HL60 UP
	1/178
	0.0089
	0.033366
	93593.83
	PLAUR

	1,9-Pyrazoloanthrone CTD 00003948
	1/182
	0.0091
	0.033366
	93134.52
	PLAUR

	folic acid CTD 00005997
	1/195
	0.00975
	0.034059
	91707.02
	PLAUR

	Capsaicin CTD 00005570
	1/207
	0.01035
	0.034059
	90469.42
	PLAUR

	Sodium dichromate CTD 00000827
	1/209
	0.01045
	0.034059
	90269.98
	PLAUR

	PHENCYCLIDINE CTD 00005881
	1/227
	0.01135
	0.035048
	88554.31
	PLAUR

	nitrofural PC3 DOWN
	1/231
	0.01155
	0.035048
	88191.08
	PLAUR

	PD 98059 CTD 00003206
	1/263
	0.01315
	0.037631
	85487.71
	PLAUR

	OCHRATOXIN A CTD 00001202
	1/298
	0.0149
	0.037631
	82874.54
	PLAUR

	podophyllotoxin HL60 UP
	1/306
	0.0153
	0.037631
	82319.16
	PLAUR

	Fulvestrant CTD 00002740
	1/311
	0.01555
	0.037631
	81979.15
	PLAUR

	pergolide HL60 UP
	1/312
	0.0156
	0.037631
	81911.78
	PLAUR

	N-Acetyl-L-cysteine CTD 00005305
	1/316
	0.0158
	0.037631
	81644.38
	PLAUR

	MG-262 PC3 UP
	1/320
	0.016
	0.037631
	81380.24
	PLAUR

	8-azaguanine PC3 UP
	1/323
	0.01615
	0.037631
	81184.22
	PLAUR

	cycloheximide CTD 00005731
	1/325
	0.01625
	0.037631
	81054.52
	PLAUR

	mebendazole HL60 UP
	1/346
	0.0173
	0.039036
	79737.39
	PLAUR

	vorinostat PC3 DOWN
	1/355
	0.01775
	0.03905
	79196.41
	PLAUR

	nocodazole HL60 UP
	1/373
	0.01865
	0.039704
	78153.08
	PLAUR

	ouabain HL60 UP
	1/379
	0.01895
	0.039704
	77816.08
	PLAUR

	piperlongumine HL60 DOWN
	1/389
	0.01945
	0.039804
	77265.69
	PLAUR

	alprostadil HL60 UP
	1/409
	0.02045
	0.040068
	76204.67
	PLAUR

	digitoxigenin HL60 UP
	1/421
	0.02105
	0.040068
	75591.81
	PLAUR

	dexamethasone CTD 00005779
	1/422
	0.0211
	0.040068
	75541.5
	PLAUR

	8-azaguanine HL60 UP
	1/428
	0.0214
	0.040068
	75242.04
	PLAUR

	digoxin MCF7 DOWN
	1/449
	0.02245
	0.041158
	74224.82
	PLAUR

	3-(1-methylpyrrolidin-2-yl)pyridine CTD 00006393
	1/500
	0.025
	0.04454
	71933.28
	PLAUR

	oxygen CTD 00006454
	1/525
	0.02625
	0.04454
	70890.86
	PLAUR

	curcumin CTD 00000663
	1/529
	0.02645
	0.04454
	70728.51
	PLAUR

	trichostatin A HL60 DOWN
	1/543
	0.02715
	0.04454
	70169.42
	PLAUR

	piroxicam CTD 00006571
	1/550
	0.0275
	0.04454
	69895.04
	PLAUR

	POTASSIUM DICHROMATE CTD 00006598
	1/557
	0.02785
	0.04454
	69623.99
	PLAUR

	aspirin CTD 00005447
	1/562
	0.0281
	0.04454
	69432.38
	PLAUR

	vorinostat HL60 DOWN
	1/569
	0.02845
	0.04454
	69166.84
	PLAUR

	NICKEL SULFATE CTD 00001417
	1/577
	0.02885
	0.04454
	68867.18
	PLAUR

	azacitidine PC3 DOWN
	1/595
	0.02975
	0.045138
	68207.26
	PLAUR

	benzene CTD 00005481
	1/616
	0.0308
	0.045613
	67461.1
	PLAUR

	ambroxol PC3 DOWN
	1/622
	0.0311
	0.045613
	67252.38
	PLAUR

	raloxifene CTD 00007367
	1/687
	0.03435
	0.049109
	65107.19
	PLAUR

	scriptaid PC3 DOWN
	1/692
	0.0346
	0.049109
	64950.32
	PLAUR

	metronidazole PC3 DOWN
	1/745
	0.03725
	0.052031
	63351.04
	PLAUR

	cephaeline HL60 UP
	1/767
	0.03835
	0.052731
	62718.92
	PLAUR

	ampyrone HL60 DOWN
	1/781
	0.03905
	0.052867
	62325.63
	PLAUR

	emetine HL60 UP
	1/849
	0.04245
	0.056052
	60506.3
	PLAUR

	lycorine HL60 UP
	1/862
	0.0431
	0.056052
	60174.41
	PLAUR

	Cianidanol CTD 00005600
	1/871
	0.04355
	0.056052
	59947.42
	PLAUR

	Bortezomib CTD 00003736
	1/879
	0.04395
	0.056052
	59747.53
	PLAUR

	cimetidine PC3 DOWN
	1/953
	0.04765
	0.059903
	57976.73
	PLAUR

	trichostatin A PC3 DOWN
	1/1133
	0.05665
	0.069789
	54164.65
	PLAUR

	anisomycin HL60 UP
	1/1142
	0.0571
	0.069789
	53989.61
	PLAUR

	testosterone CTD 00006844
	1/1248
	0.0624
	0.075222
	52021.68
	PLAUR

	Arsenenous acid CTD 00000922
	1/1284
	0.0642
	0.076346
	51389.56
	PLAUR

	TERT-BUTYL HYDROPEROXIDE CTD 00007349
	1/1342
	0.0671
	0.07873
	50405.98
	PLAUR

	alsterpaullone MCF7 DOWN
	1/1469
	0.07345
	0.085047
	48387.29
	PLAUR

	resveratrol CTD 00002483
	1/1602
	0.0801
	0.091543
	46445.43
	PLAUR

	ZINC CTD 00007011
	1/1643
	0.08215
	0.092682
	45878.02
	PLAUR

	progesterone CTD 00006624
	1/1916
	0.0958
	0.106714
	42415.94
	PLAUR

	calcitriol CTD 00005558
	1/1959
	0.09795
	0.107745
	41914.67
	PLAUR

	hydrogen peroxide CTD 00006118
	1/2674
	0.1337
	0.145254
	34862.66
	PLAUR

	7646-79-9 CTD 00000928
	1/3095
	0.15475
	0.166073
	31543.82
	PLAUR

	0175029-0000 PC3 DOWN
	1/3326
	0.1663
	0.176318
	29912.55
	PLAUR

	Tetradioxin CTD 00006848
	1/3769
	0.18845
	0.197424
	27088.3
	PLAUR

	Retinoic acid CTD 00006918
	1/4259
	0.21295
	0.220466
	24346.59
	PLAUR

	estradiol CTD 00005920
	1/4337
	0.21685
	0.221893
	23941.69
	PLAUR

	cyclosporin A CTD 00007121
	1/4826
	0.2413
	0.244073
	21573.11
	PLAUR

	Copper sulfate CTD 00007279
	1/6017
	0.30085
	0.30085
	16795.6
	PLAUR
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