1@ 28 3@ 48 5@ 68 7e 8e 99 160 118 120

Consensus DVPGLSLNFVEWLS TGVWEPTGTWNMEHVHLPMVTLAEKTKNIFIQRWNQFNQDETDFFFQLEEGSEYTHLHCCTAQGNVRSFVLGRYMSQIK 128

NC_881781 GPV virulent B 128
EU583392 GPV strain VG32/1 128
KU684472 GPV strain GPV GER 128
BDU22967 BDPV strain FM 119
KR875698 DPV strain FIM3 128
KRB91959 GPV strain WX 128
MTe46164 GPV isclate AHAU3G 128
MK736656 GPV strain HulN18 128
KX815715 GPV strain YBLJ 128
1489356 GPV strain H1 128
EF515837 GPV strain DY 128
MN549533 GPV isolate GDQY1802 .. 128
MN549532 GPV isolate GDSG19@1 .. 128
MW386@78 GPV strain Konya/19 128
MW386@79 GPV strain Yozgat/19 128
MW386877 GPV strain Corum/19 120
138 148 158 168 178 180 198 200 218 228 238 248
Consensus DSIIRDVYEGKQIKIPDWFAITKTKRGGQNKTVTAAYILHYLIPKKQPELQWAFTNMPLFTAAALCLQKRQELLDAFQESDLAAPLPDPQASTVAPLISNRAAKNYSNLVDHLIEMGITS 248
NC_@81781 GPV virulent B 248
EU583392 GPV strain VG32/1 248
KU684472 GPV strain GPV GER 248
BDU22967 BDPV strain FM 239
KR@7569@ DPV strain FIM3 248
KR@91959 GPV strain WX 248
MTE46164 GPV isolate AHAU3@ 248
MK736656 GPV strain HuN18 248
KX@15715 GPV strain YBLI 248
10489356 GPV strain H1 248
EF515837 GPV strain DY .- 248
MN549533 GPV isolate GDQY18@2 .. 248
MN549532 GPV isolate GDSG19@1 248
MW386@78 GPV strain Konya/19 240
MW386@79 GPV strain Yozgat/19 .. 240
MW386077 GPV strain Corum/19 240
37@ 380 398 400 410 420 430 440 458 460 478 438
Consensus WTNENFPFNDCVDKMLTWWEEGKMTNKVVE SAKATLGGSAVRVDQKCKGSVCIEPTPVIITSNTDMCMIVDGNSTTMEHRIPLEERMFQIVL SHKLEPSFGKISKKEVREFFKWANDNLY 488
NC_881781 GPV virulent B 480
EU583392 GPV strain VG32/1 480
KU684472 GPV strain GPV GER 480
BDU22967 BOPV strain FM 479
KRB75698 DPV strain FIM3 480
KRB91959 GPV strain WX 480
MTe46164 GPV isolate AHAU3G 480
MK736656 GPV strain HulN18 480
KX815715 GPV strain YBLJ 480
1Q4@9356 GPV strain H1 480
EF515837 GPV strain DY 480
MN549533 GPV isclate GDQY1802 .. 480
MN549532 GPV isclate GDSG19@1 .. 480
MW386@78 GPV strain Konya/19 480
MW386@79 GPV strain Yozgat/19 480
MW386877 GPV strain Corum/19 488
498 508 518 520 538 548 558 568 578 588 598 688
Consensus PVWSEFKVRTNEQTNLPEPVPERANEPEEPPKIWAPPTREELEELLRASPELFSSVAPTPVTPQNSPEPKRSRNNYQVRCALHTYDNSMDVFECMECEKANFPEFQPLGENYCDEHGWYD 688
NC_@81781 GPV virulent B 688
EU583392 GPV strain VG32/1 688
KU684472 GPV strain GPV GER 688
BDU22967 BDPV strain FM 599
KRB75698 DPV strain FIM3 688
KRB91959 GPV strain WX 688
MTe46164 GPV isclate AHAU3G 688
MK736656 GPV strain HuN18 608
KX@15715 GPV strain YBLI 608
10409356 GPV strain H1 608
EF515837 GPV strain DY 608
MN549533 GPV isolate GDQY18@2 608
MN549532 GPV isolate GDSG19@1 608
MW386@78 GPV strain Konya/19 680
MW386@79 GPV strain Yozgat/19 680
MW386077 GPV strain Corum/19 680
618 6208
Consensus CATCKELKNELAETEHVFELDDAENEQX 628
NC_8@1781 GPV virulent B 628
EU583392 GPV strain VG32/1 628
KU684472 GPV strain GPV GER 628
BDU22967 BDPV strain FM 627
KRB756980 DPV strain FIM3 628
KR891959 GPV strain WX 628
MTe46164 GPV isolate AHAU3O 628
MK736656 GPV strain HuN18 628
KX@15715 GPV strain YBLJ 628
10409356 GPV strain H1 628
EF515837 GPV strain DY . 628
MN549533 GPV isolate GDQY18@2 .... 628
MN549532 GPV isolate GDSG19@1 .... 628
MW3860878 GPV strain Konya/19 628
MW386879 GPV strain Yozgat/19 . 628
MH386877 GPV strain Corum/19 628

Supplementary Figure 4: The multiple comparison analysis of the Minor Asian strains with
some of the GPV and MDPV strains based on 627 aa rep protein sequence (BDPV, Barbarie
duck parvovirus; DPV, duck parvovirus). Residues were highlighted by comparing them with
the consensus. Non-highlighted residues were represented as dots.



