18 plo} 3@ 48 58 68 7@ 8@ el 1le@ 118 120
Consensus MSTFLDSFEEWYETAAASWRNLKAGAPQPKPNQQSQSVSPDREPERRDNNRGFVLPGYKYLGPGNGLDKGPPVNKADSVAL EHDKAYDQQLKAGDNPYTKFNHADQDFIDSLQDDQSFGG 128
NC_081781 GPV virulent B . . - . K . . . . . 128

EU583392 GPV strain VG32/1 120
BDU22967 BDPV strain FM 120
KU684472.1 GPV strain GPV GER 120
268272 MDPV 89384 /FRANCE 128
KR@75690@ DPV strain FIM3 120
EUB88182 GPV strain DB3 120
KR891959 GPV strain WX 128
MTed46164 GPV isolate AHAUZ®@ 128
MK736656 GPV strain HuN18 . 120
MN549533 GPV isolate GDQY1862 . 120
MN549532 GPV isclate GDSG1901 . 128
MW386877 GPV strain Corum/19 120
MW386078 GPV strain Konya/19 128
MW386@79 GPV strain Yozgat/19 120
13e 14@ 158 1le@ 17@ 18@ 198 200 21e 220 238 248
Consensus NLGKAVFQAKKRILEPFGLVEDPYVNTAPAKKNTGKLTDHYPVVKKPKLTEEVSAGGGSSAVQDGGATAEGTEPVAAS EMAEGGGGAMGDS SGGADGVGNASGNIWHCDSQWMGNTVITKTT 248
NC_8@17@1 GPV virulent B . . . . . . . . . 248
EU583392 GPV strain VG32/1 248
BDU22967 BDPV strain FM 248
KU684472.1 GPV strain GPV GER 248
768272 MDPV 89384 /FRANCE . . ..55. I S..N.PSPSN.GGEASA.AT. .S R A . . 248
KR@7569@ DPV strain FIM3 . . P ..55. I S..N.PSPSN.GGEASA.AT. .S .. A .D... 248
EUB8B182 GPV strain DB3 . - . 249
KR@91959 GPV strain WX 248
MTe46164 GPV isclate AHAUZ@ 248
MK736656 GPV strain HuN18 248
MN549533 GPV isolate GDQY1882 248
MN549532 GPV isolate GDSG1981 249
MW386877 GPV strain Corum/19 249
MW386678 GPV strain Konya/19 249
MW386079 GPV strain Yozgat/19 248
258 268 278 280 298 300 318 320 338 348 358 3608
Consensus RTWVLPSYNNHIYKALTSGTSQDANVQYAGYSTPUGYFDFHNRFHCHFSPROWQRLINNHWGIRPKSLKFKIFNVQVKEVTTQDQTKTIANNLTSTIQVF TDDEHQLPYVLGSATEGTMPP  36@
NC_8817@1 GPV virulent B 360
EU583392 GPV strain VG32/1 360
BDU22967 BDPV strain FM 3608
KUe84472.1 GPV strain GPV GER 3608
68272 MDPV 89384/FRANCE 360
KRB7569@ DPV strain FIM3 360
EUB88182 GPV strain DB3 3608
KR@91959 GPV strain WX 3608
MTe46164 GPV isolate AHAU3E 360
MK736656 GPV strain HuN13 . 360
MN549533 GPV isolate GDQY18@2 . 3608
MN549532 GPV isolate GDSG19@1 . 360
MW386077 GPV strain Corum/19 368
MW386@78 GPV strain Konya/19 368
MW386679 GPV strain Yozgat/19 368
370 380 3% 460 410 420 430 440 450 460 470 480
Consensus FPSDVYALPQYGYCTMHTNQNGARFNDRSAFYCLEYFPSQMLRTGNNFEFTFDFEEVPFHSMEAHSQDLDRLMNPLVDQY LWNFNEVDSSRNAQFKKAVKGAYGTMGRNWLPGPKFLDQR 480
NC_0e1781 GPV virulent B .. 438@
EUS83392 GPV strain VG32/1 480
BDU22967 BDPV strain FM 480
KUe84472.1 GPV strain GPV GER 488
268272 MDPV 89384/FRANCE 480
KR@75698@ DPV strain FIM3 430
EUB881@2 GPV strain DB3 4808
KRB91959 GPV strain WX 488
MTedeled GPV isolate AHAU3E 480
MK736656 GPV strain HuN13 . 430
MN549533 GPV isolate GDQY18@2 . 4808
MN549532 GPV isolate GDSG19@1 . 488
MW3860877 GPV strain Corum/19 480
MW386@78 GPV strain Konya/19 438
MW386@79 GPV strain Yozgat/19 4808
490 580 51e 520 538 548 550 560 578 580 590 600
Consensus VRAYTGGTDNYANWNIWSNGNKVNLKDRQYLLQPGPVSATHTEGEASSIPAQNILGIAKDPYRSGSTTAGISDIMVTDEQEVAPTNGVGHWKPYGRTVTNEQNTTTAPTSSDLOVLGALPG 680
NC_0e1701 GPV virulent B . . . Y. L . .E. . . . .. 6ee
EU583392 GPV strain VG32/1 608
BDU22967 BDPV strain FM - 600
KU684472.1 GPV strain GPV GER 660
768272 MDPV 89384/FRANCE 6080
KR@7569@ DPV strain FIM3 6000
EU@B8102 GPV strain DB3 600
KRB91959 GPV strain WX 660
MTe46le4 GPV isolate AHAU3G 599
MK736656 GPV strain HuN13 6000
MN549533 GPV isolate GDQY18@82 . 6600
MN549532 GPV isolate GDSG19@1 . 660
MW386877 GPV strain Corum/19 6680
MW386678 GPV strain Konya/19 688
MW386@79 GPV strain Yozgat/19 6ea
618 620 638 648 658 668 678 688 698 708 718 720
Consensus MVHQNRDIYLQGPIWAKIPKTDGKFHPSPNLGGFGLHNPPPQVF IKNTPVPADPPYEYVHOKWNSYITQYSTGQCTVEMVIWE LRKENSKRWNPEIQFTSNFSNRTSIMFAPNETGGYVED 720
NC_8817@1 GPV virulent B .G. . . . . . . . . .. 728
EU583392 GPV strain VG32/1 720
BDU22967 BDPV strain FM 720
KU684472.1 GPV strain GPV GER 720
68272 MDPV 89384/FRANCE 720
KRB7569@ DPV strain FIM3 720
EU@881@2 GPV strain DB3 720
KR@91959 GPV strain WX 720
MT646164 GPV isolate AHAU3® 719
MK736656 GPV strain HuN13 720
MN549533 GPV isolate GDQY18@2 720
MN549532 GPV isolate GDSG1981 720
MW386077 GPV strain Corum/19 728
MW386678 GPV strain Konya/19 720
MW386@79 GPV strain Yozgat/19 728



7308
Consensus RLIGTRYLTQNLX
NC_@e17@l GPV virulent B .............
EUS83392 GPV strain VG32/1  .............
BDU22967 BDPV strain FM  .............
KUB84472.1 GPV strain GPV GER .............
768272 MDPV 89384 /FRANCE
KR@7569@ DPV strain FIM3
EU@B8182 GPV strain DB3
KR@91959 GPV strain WX
MT646164 GPV isolate AHAU3@
MK736656 GPV strain HuN18
MN549533 GPV isclate GDQY1802 .............
MN549532 GPV isolate GDSG1981 .............
MW3860877 GPV strain Corum/19 .............
MW386@78 GPV strain Konya/19 .............
MW386879 GPV strain Yozgat/19 .............

733
733
733
733
733
733
733
733
733
732
733
733
733
733
733
733

Supplementary Figure 3: The multiple comparison analysis of the Minor Asian strains with
some of the GPV and MDPV strains based on 732 aa VVP1 protein sequence (BDPV, Barbarie
duck parvovirus; DPV, duck parvovirus). Residues were highlighted by comparing them with

the consensus. Non-highlighted residues were represented as dots.



