[bookmark: _GoBack]Supplementary Table 1: Results from multivariable Cox proportional hazard regression in patients with a T-cell depleted graft on overall survival (OS, n=182), relapse free survival (RFS, n=182), relapse (n=182), non-relapse mortality (NRM, n=182) and chronic graft-versus-host-disease (cGvHD, n=178). Cause specific hazard ratios are shown for relapse, NRM and cGvHD.
	
	OS
	RFS
	Relapse
	NRM
	cGVHD

	
	HR (95% CI)
	p-value
	HR (95% CI)
	p-value
	HR (95% CI)
	p-value
	HR (95% CI)
	p-value
	HR (95% CI)
	p-value

	Conditioning regimen
	
	
	
	
	
	
	
	
	
	

		RIC
	1.00
	(0.73*)
	1.00
	(0.63*)
	1.00
	(0.24*)
	1.00
	(0.81*)
	1.00
	(0.03*)

		MAC
	0.67 (0.23-1.96)
	0.47
	0.67 (0.23-1.95)
	0.46
	0.39 (0.05-3.01)
	0.37
	0.89 (0.24-3.28)
	0.86
	1.90 (0.80-4.51)
	0.14

		Seq
	1.03 (0.67-1.56)
	0.91
	1.09 (0.72-1.63)
	0.69
	1.41 (0.82-2.42)
	0.21
	0.81 (0.44-1.51)
	0.51
	0.71 (0.47-1.09)
	0.12

	Age at allo-HCT (per 10 years older)
	1.05 (0.84-1.30)
	0.69
	0.99 (0.80-1.23)
	0.92
	1.00 (0.75-1.34)
	0.98
	0.96 (0.70-1.33)
	0.81
	0.99 (0.80-1.23)
	0.93

	Karnofsky score at allo-HCT
	
	
	
	
	
	
	
	
	
	

		90-100
	1.00
	
	1.00
	
	1.00
	
	1.00
	
	1.00
	

		<90 or lower
	1.07 (0.70-1.66)
	0.75
	0.96 (0.63-1.46)
	0.83
	0.92 (0.52-1.63)
	0.78
	0.98 (0.52-1.87)
	0.96
	0.88 (0.54-1.42)
	0.60

	IPSS-R cytogenetic score
	
	
	
	
	
	
	
	
	
	

		Intermediate/good/very good
	1.00
	
	1.00
	
	1.00
	
	1.00
	
	1.00
	

		Poor/very poor 
	1.84 (1.20-2.80)
	0.005
	1.70 (1.12-2.57)
	0.01
	2.39 (1.38-4.11)
	0.002
	1.10 (0.57-2.13)
	0.78
	1.08 (0.69-1.68)
	0.74

	Donor type
	
	
	
	
	
	
	
	
	
	

		Identical sibling
	1.00
	
	1.00
	
	1.00
	
	1.00
	
	1.00
	

		Matched (8/8) unrelated 
	0.60 (0.39-0.92)
	0.02
	0.59 (0.39-0.91)
	0.02
	0.42 (0.24-0.73)
	0.002
	0.93 (0.47-1.82)
	0.82
	1.44 (0.87-2.36)
	0.15

	Interval diagnosis - allo-HCT (per year longer)
	1.11 (0.99-1.24)
	0.06
	1.13 (1.01-1.25)
	0.03
	1.06 (0.90-1.25)
	0.47
	1.18 (1.03-1.36)
	0.02
	0.97 (0.85-1.10)
	0.63

	BM blast % at allo-HCT
	
	
	
	
	
	
	
	
	
	

		<20%
	1.00
	
	1.00
	
	1.00
	
	1.00
	
	1.00
	

		≥20%
	1.97 (1.27-3.05)
	0.002
	1.59 (1.03-2.45)
	0.03
	1.06 (0.55-2.02)
	0.87
	2.44 (1.33-4.46)
	0.004
	1.09 (0.63-1.86)
	0.76

	Source
	
	
	
	
	
	
	
	
	
	

		BM
	
	
	
	
	
	
	
	
	1.00
	

		PB
	
	
	
	
	
	
	
	
	3.14 (0.43-22.82)
	0.26


HCT: , RIC: reduced intensity conditioning, MAC: myeloablative conditioning, Seq, IPSS-R: International Prognostic Scoring System – Revised,  BM: bone marrow, PB: peripheral blood, HR: hazard ratio, CI: confidence interval.

* ANOVA Wald p-value.



