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	gene1
	gene2
	Method
	Ka
	Ks
	Ka/Ks
	P-Value (Fisher)
	Length
	S-Sites
	Divergence-Time 
(MYa)
	

	CmGLK02
	CmGLK05
	MA
	0.435462
	1.20745
	0.360646
	3.37E-59
	1662
	393.637
	40.25 
	collinearity

	CmGLK19
	CmGLK24
	MA
	0.628918
	2.25699
	0.278653
	7.88E-88
	963
	205.421
	75.23 
	collinearity

	CmGLK17
	CmGLK32
	MA
	0.968611
	1.08942
	0.889107
	0.0475424
	1275
	331.275
	36.31 
	collinearity

	CmGLK17
	CmGLK18
	MA
	0.814675
	1.52997
	0.532479
	3.51E-27
	1209
	285.08
	51.00 
	tandem



