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Table S1: The characteristics of AA patients and HDs.

	
	AA(n=35)
	HD(n=35)

	Age (Year)
	37.5(8-63)
	32.5(19-55)

	Gender (Male/Female)
	18/35
	19/35

	Severity (VSAA/SAA)
	14/21
	-

	 WBC(×109/L)
	2.275(0.81-5.55)
	5.97(3.68-9.75)

	 HGB(g/L)
	74(32-145)
	141.5(113-175)

	 PLT (×109/L) 
	18.5(1-65)
	248.5(118-394)

	 ANC(×109/L)
	0.365(0.01-2.53)
	3.175(2.07-5.88)

	 ARC(×109/L)
	14.7(1.8-99.7)
	72.55(34.9-148.2)



Table S2. Antibodies used in this study. 
Antibodies for flow cytometry. 
	Antibody
	
	Cat. NO.
	Source

	Anti-human CD73-PE/Cy7
	
	344009
	BioLegend

	Anti-human CD90-FITC
	
	555595
	BD Pharmigen

	Anti-human CD105-APC
	
	800507
	BioLegend

	Anti-human CD45-APC
	
	560915
	BD Pharmigen

	Anti-human CD11b-APC/Cy7
	
	560914
	BD Pharmigen

	Anti-human CD34-PE/Cy7
	
	343515
	BioLegend

	Anti-human HLA-DR-PE
	
	560943
	BD Pharmigen

	Anti-human CD4-Percy5.5
	
	300530
	BioLegend

	Anti-human CD8-APC
	
	301014
	Biolegend

	Anti-human CD8-PE/Cy7
	
	344712
	Biolegend

	Anti-human CD25-PE
	
	302606
	Biolegend

	Anti-human CD69-FITC
	
	310924
	Biolegend

	Anti-human IFNγ-FITC
	
	502506
	Biolegend

	Anti-human IL-4-PE
	
	12-7049-42
	Invitrogen

	Anti-human IL17A-APC
	
	17-7149-42
	Invitrogen

	Anti-mouse CD4-FITC
	
	100510
	Biolegend

	Anti-mouse CD8-Percy5.5
	
	100734
	Biolegend

	Anti-mouse IFNγ-APC
	
	505809
	Biolegend

	Anti-mouse IL-4-PE
	
	504103
	Biolegend

	Anti-mouse IL-17A-PE/Cy7
	
	506921
	Biolegend



[bookmark: OLE_LINK233][bookmark: OLE_LINK234]Table S3. Primers used in this study. 
	miRNA
	qPCR primer

	hsa-miR-10a-5p
	uacccuguagauccgaauuugug

	hsa-miR-375-3p
	uuuguucguucggcucgcguga

	hsa-miR-128-3p
	ucacagugaaccggucucuuu

	hsa-miR-199a-5p
	cccaguguucagacuaccuguuc

	hsa-miR-486-3p
	cggggcagcucaguacaggauu





Supplemental figures: figure S1-S3.
Figure S1. miRNA Expression profile of AA-Exo and HD-Exo 
a, Pearson correlation heat map of miRNA expression. b, the principal component analysis (PCA) of the miRNA expression.a [image: ]
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Figure S2. RNA Expression profile of AA-Exo and HD-Exo 
[image: 表格

描述已自动生成]a Pearson correlation heat map of mRNA expression. b, The principal component analysis (PCA) of the mRNA expression.  c, Directed Acyclic Graph (DAG) of candidate target genes with the depth of color representing the degree of enrichment.

a [image: ]
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Figure S3. Directed Acyclic Graph (DAG) of candidate target genes 
Directed Acyclic Graph (DAG) of candidate target genes with the depth of color representing the degree of enrichment.
[image: ]
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