
Supplementary Table 1
The ceRNA network of hub genes.
	lncRNA
	miRNA
	mRNA
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	FAM201A

	
	
	SNHG16
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	[bookmark: _Hlk88128384]MS4A6A
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	XIST

	
	hsa-miR-129-5p
	HCG18

	
	
	LINC00665

	
	
	MALAT1

	
	
	NEAT1

	CCND1
	hsa-miR-373-3p
	MIR17HG

	
	
	XIST

	
	hsa-miR-206
	NUTM2A-AS1

	
	
	MALAT1

	
	
	SNHG14
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Supplementary Table 2
The correlation between hub genes and Immune cells.


	Immune cell type
	KRT17
	S100A7
	SERPINB13
	MS4A6A
	APOE
	KRT15

	
	p
	r
	p
	r
	p
	r
	p
	r
	p
	r
	p
	r

	Cytotoxic T cell
	0.004201
	-0.75901
	0.077593
	-0.52808
	0.076727
	-0.52939
	0.438285
	-0.24735
	0.087377
	0.513972
	0.805593
	0.079667

	Exhausted T cell
	0.021007
	0.654181
	0.081086
	0.522913
	0.043376
	0.590162
	0.644254
	-0.14887
	0.047535
	-0.5811
	0.015116
	-0.67929

	nTreg cell
	0.784168
	-0.08862
	0.636988
	0.152105
	0.122794
	0.470359
	0.306656
	0.322468
	0.332198
	-0.30672
	0.010485
	-0.70476

	Th1 cell
	0.135734
	-0.45653
	0.14465
	-0.44749
	0.007255
	-0.7281
	0.044543
	-0.58756
	0.059115
	0.558485
	0.233999
	0.371822

	Th17 cell
	0.021307
	0.653047
	0.021292
	0.653103
	0.003646
	0.76638
	0.209131
	0.390765
	0.005296
	-0.74641
	0.024734
	-0.64087

	Central memory T cell
	0.915761
	0.034284
	0.231931
	-0.37335
	0.026043
	-0.63654
	0.005305
	-0.74631
	0.052027
	0.57191
	0.082788
	0.520449

	DC cell
	0.012888
	-0.69069
	0.98287
	-0.00696
	0.530817
	-0.20111
	0.346214
	0.298359
	0.423189
	0.255315
	0.938851
	0.024868

	B cell
	0.143132
	0.449002
	0.403299
	0.266025
	0.131711
	0.460732
	0.260866
	0.352658
	0.035173
	-0.61004
	0.093747
	-0.50535

	NK cell
	0.859485
	-0.05735
	0.289054
	0.333749
	0.046611
	0.58306
	0.012444
	0.693138
	0.072213
	-0.53637
	0.082858
	-0.52035

	Neutrophil cell
	0.081872
	0.521771
	0.140615
	0.451534
	0.007545
	0.725718
	0.336172
	0.304331
	0.015628
	-0.67685
	0.420995
	-0.25648

	Gamma delta cell
	0.052786
	-0.57041
	0.097975
	-0.49984
	0.100534
	-0.49659
	0.084482
	-0.51803
	0.028578
	0.628585
	0.49813
	0.216993

	CD4 T cell
	0.275461
	0.342728
	0.160852
	0.43194
	0.041057
	0.595489
	0.332561
	0.306502
	0.044353
	-0.58798
	0.332661
	-0.30644

	CD8 T cell
	0.37767
	-0.28023
	0.040796
	-0.5961
	0.003769
	-0.76467
	0.056353
	-0.56357
	0.012226
	0.69436
	0.088736
	0.512098






















Supplementary Table 3
The Primers Used in RT-qPCR.

	Gene
	Primer Sequence (5ʹ – 3ʹ)

	GAPDH
	F: GAACGGGAAGCTCACTGG

	
	R: GCCTGCTTCACCACCTTCT

	MS4A6A
	F: CCATCATGACATCACAACCTGTTC

	
	R: CCCAATAACTTTGATTTCTGCGT

	APOE
	F: ACAATCACTGAACGCCGAAG

	
	R: TGCGTGAAACTTGGTGAATCT

	S100A7
	F: GCACAAATTACCTCGCCGAT

	
	R: ATGGCTCTGCTTGTGGTAGTCT

	KRT15
	F: CAGAATGCGACTACAGCCAATAC

	
	R: TCATACTTGAGCCTGAAGTCGTC

	NPSR1-AS1
	F: CTTATGTGAGAAGAAACGCAGGG

	
	R: CTCACAAGAAACTGATGGGCAT








