Table 1. Panel of Syrian hamster primers against host response genes.

Target F/R | Sequence (5°>3")
sacT [ ACTGCCGCATCCTCTTCCT
R | TCGTTGCCAATGGTGATGAC
F | TTGTGCTTCTCCACTACAGC
IEN-B R | GTGTCTAGATCTGACAACCT
<taTy  F_| AATGCCTTCAGAGTGTACCG
R | TGITCACCGTACTATCCACTTCAT
R F | GGCATACAACATGTCTTCACG
R | GCTATGCTITGCCATGTCAA
mps |E_| AGACGCTAGGGTAGGAAGGG
R | GCCACAGCGCAAATCTTTCA
irs  |E_[CTCCGGACTGAAGCAGACAA
R | GTACTCCAGAGACAGGTGCC
rpy |E_| AATGCCTTCAGAGTGTACCG
R | TGTTCACCGTACTATCCACTTCAT
<tari  LF_| GCCAACGATGATTCCTTTGC
R | GCTATATTGGTCATCCAGCTGAGA
cxcLio | F_| GCCATTCATCCACAGTTGACA
R | CATGGTGCTGACAGTGGAGTCT
F | GGCCATCCAGAGGAGCATAG
IFN-y R TTTCTCCATGCTGCTGTTGAA
1, |F | GGCCTTCCCTGGCAGAA
R | ATGCTGAAAGCCTGCAGTAGAAT
ot |E_ | ACAAGGGGGCTTCCAACAAT
R | CAGCTGAGTGATCTCGGCAT
b3 F | CTGGCTGCTITTCTCCCTCG
R | AACCATACTTTCGCCGTTCCC
L F | GTGCACCCACTTCAAGCTCTAA
R | AAGCTCCTGTAAGTCCAGCAGTAAC
1 |E_|TCAACTGATGTGAAAGGAGC
R | ATCTTGTGGAGCTGGCAG
cxcrs | E_| ATGGCCTGGTGTTATGTGGG
R | GTCACTAAGATGGCCACCCG
ba F | GTGTCAAGTGCCGACACCA
R | AGAAGAGTTGTGAGGGTCCCA
bs F | GTGCTGTTGACCATTTCGCA
R | TTCCCGGGTCGAAGAGAGAT
Rl || TGATAACGGCTGGGACGATG
R | ACTGCCATGGTTCAGGCTAC
ozvp | F_| GGCCAAGAGGACTAAGGCTG
R | TGCAAAGTTGCCTTITGGGG
CATAS g GAAGGCAGGGAGTGTGTGAA

GTCTGACAGTTCGCACAGGA




14 |E_[CCACGGAGAAAGACCTCATCTG

R | GGGTCACCTCATGTTGGAAATAAA
s F | TCACCGAGCTCTGTTGACAA

R | CCACACTTCTCTTTTTGGCG
13 | F_|AAATGGCGGGTTCTGTGC

R | AATATCCTCTGGGTCTTGTAGATGG
RoRyT LT | TTGGCCAAAACAGAGGTCCA

R | TTCCAAGAGTAAGTTGGCCGT
17 |F_|ATGTCCAAACACTGAGGCCAA

R | GCGAAGTGGATCTGTTGAGGT
>  |E_|TICACCCTTGCAGAAGTGCT

R | AGGCTGAGCTGGTTGCTTAG
ops || GGTCTTCGAGGAGCCAGAAGA

R | GCCTTGCCCTTCTCATCCA
1o |F_| GTTGCCAAACCTTATCAGAAATGA

R | TTCTGGCCCGTGGTTCTCT

F | TGTGTGCGGCAGCTGTACA
TGFE-Bl R T TGGGCTCGTGAATCCACTTC
cbro  |E_| GGGAACCAGTCAACACCCTT

R | TTAGCAAGATTCCCAGGGGC
b |E_| AAGAGGCGTGACAGTGCTAC

R | CAGTCCGAGATGTAGCGGAG
sl |F_| GCCATCTCCCACTCAGTAGC

R | TCCGTTCCTTGGGAAAAGGG

F | GGCTGATGCTCCCATTCG
IL-1B R TCACGAGGCATTTCTGTTGTTCA
~¢ || GGAGTGGCTGAGCCATCGT

R | AGCTGGTTGTCTTTGAGAGACATG
e  |F | CCTGAAAGCACTTGAAGAATTCC

R | GGTATGCTAAGGCACAGCACACT




