
Supplementary Fig. 2 Hayashi et al

A

B CON1_ASTN2-/-  >  CON1

CON1_ASTN2-/-  <  CON1

Filtered on Expression

20-100 th percentile in the Raw Date

50,739 entities

T-test unpaired 
P < 0.05 , Fold Change (abs) > 2  

All Entities after normalization
normalization : percentile shift 75%

49,477 

Filtered on Error
CV < 75%

P < 0.05 , Fold Change (abs) > 2

42

Functional Annotation Analysis

regulation of locomotion
blood vessel development

regulation of cell motility
regulation of cellular component movement

renal system development
locomotion

cell migration
movement of cell or subcellular component

cell motility
localization of cell

-log10 (Pvalue)

0 5 10

sequence-specific DNA binding
regulatory region nucleic acid binding

transcription regulatory region DNA binding
regulatory region DNA binding

sequence-specific double-stranded DNA binding
neurogenesis

nucleic acid binding transcription factor activity
transcription factor activity, sequence-specific DNA binding

generation of neurons
RNA polymerase II transcription factor activity

-log10 (Pvalue)

entities

entities

entities

entities

Bonferroni FWER

23,189

1,982

0 5 10


