All Entities after normalization
normalization : percentile shift 75%
50,739 entities

Filtered on Expression
20-100th percentile in the Raw Date
49,477 entities

Filtered on Error
CV < 75°/o

23,189 entities

T-test unpaired
P <0.05, Fold Change (abs) > 2
1,982 entities

Bonferroni FWER

Functional Annotation Analysis

P < 0.05, Fold Change (abs) > 2
42 entities
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