Results of functional enrichment of predicted target genes

Statistics of Pathway Enrichment

Valine, leucine and isoleucine degradation -
Ubiquitin mediated proteolysis

TGF-beta signaling pathway

Ras signaling pathway -

Rap1 signaling pathway -

Propanoate metabolism -

PD-L1 expression and PD-1 checkpoint pathway in cancer -
Pancreatic cancer

mTOR signaling pathway

Morphine addiction -

Insulin signaling pathway -

Insulin resistance -

IL-17 signaling pathway -

Human immunodeficiency virus 1 infection
Human cytomegalovirus infection -

Fc gamma R-mediated phagocytosis -
ErbB signaling pathway -

EGFR tyrosine kinase inhibitor resistance
B cell receptor signaling pathway -

Acute myeloid leukemia
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Statistics of Pathway Enrichment

Vitamin digestion and absorption -
Vasopressin-regulated water reabsorption
Valine, leucine and isoleucine degradation

Ubiquitin mediated proteolysis
Staphylococcus aureus infection

Pyruvate metabolism -

Protein processing in endoplasmic reticulum -
Propanoate metabolism -

Prion diseases -

Primary immunodeficiency

Platinum drug resistance
Phosphatidylinositol signaling system -
mTOR signaling pathway -

Inositol phosphate metabolism -

Hedgehog signaling pathway -

Glyoxylate and dicarboxylate metabolism -
Glycosphingolipid biosynthesis — ganglio series
Endocytosis

DNA replication

Carbon metabolism -
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