	Table 2. The class II/I epitopic windows of A. baumannii OMPK

	Class II/I epitopic window#
	Class-II epitopes
	Class-I epitopes

	
	Epitope
	HLA allele
	Score*
	Epitope
	HLA allele
	Score*

	
	
	
	SYFPEITHI
	ProPred-II 
	IEDB 
	IFNg 
	Toxicity
	Allergenicity
	Docking 
	Human similarity (Coverage %, Identity %)
	
	
	SYFPEITHI
	ProPredI 
	IEDB 
	Immunogenicity
	Toxicity
	Allergenicity
	Docking
	Human similarity (Coverage %, Identity %)

	
	
	
	
	
	
	
	
	
	Test
	control
	
	
	
	
	
	
	
	
	
	Test
	control
	

	DYQMTFVYGIPFKIA
	DYQMTFVYGIPFKIA
	DRB1*15:01 
	20
	N/A
	7.3
	+
	-
	-
	 -23.6 +/- 16.1
	 -21.4 +/- 13.1
	100, 62.5
	FVYGIPFKI
	A*02:01
	18
	12
	0.03
	0.13
	-
	-
	 -20.9 +/- 14.0
	 -22.4 +/- 11.0
	88, 75

	QLKQLAATCALLSAT
	QLKQLAATCALLSAT
	DRB1*07:01
	14
	N/A
	8.5
	+
	-
	-
	N/A
	N/A
	100, 45
	KQLAATCAL
	A*02:01
	16
	28
	N/A
	0.09
	-
	-
	N/A
	N/A
	100, 77.8

	AKVKYADVFFFMDRM
	AKVKYADVFFFMDRM
	DRB1*15:01
	10
	N/A
	N/A
	+
	-
	-
	N/A
	N/A
	86, 57.1
	KYADVFFFM
	A*24:02 
	100
	N/A
	0.01
	0.35
	-
	-
	N/A
	N/A
	88, 58.3

	IPYFQYANLNFYRAN
	IPYFQYANLNFYRAN
	DRB1*15:01
	N/A
	+
	4.6
	-
	-
	-
	N/A
	N/A
	40, 64.2
	IPYFQYANL
	B*35:01
	20
	20
	0.64
	0.03
	-
	-
	N/A
	N/A
	77, 77.8

	GKHISPDTRLYLGIE
	GKHISPDTRLYLGIE
	DRB1*15:01
	20
	N/A
	N/A
	-
	-
	-
	 -39.7 +/- 16.1
	 -41.4 +/- 15.1
	86, 53.8
	ISPDTRLYL
	A*02:01
	14
	N/A
	N/A
	0.09
	-
	-
	 -22.5 +/- 7.8
	 -25.0 +/- 7.8
	100, 77.8

	*-For IEDB, the lower percentile rank (number) means the higher score (thresholds: 1 for class-I and 10 for class-II epitopes); For SYFPEITHI and ProPred-I, the higher scores are shown by the higher numbers (thresholds are equal to 10 for both tools); For ProPred-II, the "+" indicates that the epitope is predicted by the tool; In immunogenicity,  the more immunogenic epitope is shown by the more positive number; In IFNg column, the "+" shows that the epitope is able to produce IFNg; In Toxicity and Allergenicity columns, being not toxic or allergen is presented by the "-"; In Docking, HADDOCK scores (kcal/mol) are presented as affinity +/- standard deviation (test is our complex and control is the complex of HLA with its original peptides); In Human similarity,  the numbers show the highest percentage of coverage and identity values reported by BLASTP server. 

	

	

	#- In this column, the regions containing both class-II and class-I epitopes (the epitopic windows) are presented. The bold fonts show the class I epitope residing in the class II epitope. 

	Note: Only the highest scores obtained from prediction tools are presented here. Also, only the most repeated HLA allele is presented for epitopes. 

	N/A: not available


20

