
Supplementary Material
1 Supplementary Figures 
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S Fig. 1 The cell percentage of Th1, Th2, γδT, Th17 cell, and Treg cells in WT, IMQ-induced WT,  Per2-/- and IMQ-induced Per2-/- mice (n =6). Results are shown as the mean±SEM. *P<0.05, **P<0.01.
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S Fig. 2 The changes in serum levels of IFN-γ, TNF-α, IL-6, IL-10, IL-17A, IL-17F, and IL-22 in WT, IMQ-induced WT,  Per2-/- and IMQ-induced Per2-/- mice (n =6). Results are shown as the mean±SEM. *P<0.05, **P<0.01.
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S Fig. 3 Quantitative real-time PCR analysis of the skin mRNA expressions of IL-17A, IL-17F, IL-23, and IL-6 in WT, IMQ-induced WT,  Per2-/- and IMQ-induced Per2-/- mice (n =3). Results are shown as the mean±SEM. *P<0.05, **P<0.01.
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S Fig. 4 Quantitative real-time PCR analysis of the skin mRNA expressions of CLOCK, BMAL1, REV-ERBα, NFIL3 and RORγt in WT, IMQ-induced WT,  Per2-/- and IMQ-induced Per2-/- mice (n =3). Results are shown as the mean±SEM. *P<0.05, **P<0.01.
2 Supplementary Tables
S Table 1 Primers for quantitative real-time PCR

	Gene
	Primer sequence (5’-3’)
	Lengh
	RefSeq ID

	IL-17A F
	CTCCAGAAGGCCCTCAGACTAC
	141bp
	NM_010552.3

	IL-17A R
	AGCTTTCCCTCCGCATTGACACAG
	
	

	IL-17F F
	GTGAAACAGCCATGGTCAAGT
	72bp
	NM_145856.2

	IL-17F R
	GAGCTGCTACCTCCCTCAGA
	
	

	IL-23 F
	GCACCAGCGGGACATATGAATC
	111bp
	NM_031252.2

	IL-23 R
	GTCCTTGAGTCCTTGTGGGT
	
	

	IL-6 F
	TACCACTTCACAAGTCGGAGGC
	116bp
	NM_031168.2

	IL-6 R
	CTGCAAGTGCATCATCGTTGTTC
	
	

	CLOCK F
	AGAACTTGGCATTGAAGAGTCTC
	67bp
	NM_007715.6

	CLOCK R
	GTCAGACCCAGAATCTTGGCT
	
	

	BMAL1 F
	ACGACATAGGACACCTCGCAGA
	140bp
	NM_007489.4

	BMAL1 R
	CGGGTTCATGAAACTGAACCATC
	
	


	Per2 F
	CCTACAGCATGGAGCAGGTTGA
	94bp
	NM_011066.3

	Per2 R
	TTCCCAGAAACCAGGGACACA
	
	

	Cry1 F
	GGATCCACCATTTAGCCAGACAC
	126bp
	NM_007771.3

	Cry1 R
	CATTTATGCTCCAATCTGCATCAAG
	
	

	REV-ERBαF
	TACATTGGCTCTAGTGGCTCC
	127bp
	NM_145434.4

	REV-ERBαR
	CAGTAGGTGATGGTGGGAAGTA
	
	

	NFIL3 F
	CTTTCAGGACTACCAGACATCCAA
	85bp
	NM_017373.3

	NFIL3 R
	GATGCAACTTCCGGCTACCA
	
	

	RORγt F
	CAGGAGCAATGGAAGTCG
	200bp
	NM_011281.3

	RORγt R
	CGTGTAGAGGGCAATCTCA
	
	

	GAPDH F
	CCCAGCAAGGACACTGAGCAAG
	86bp
	NM_008084.3

	GAPDH R
	GGTCTGGGATGGAAATTGTGAGGG
	
	





