Table 2: Structural validation of the modeled protein
	Target proteins 
	Most favoured regions 
	Additional allowed regions 
	Outliner regions 
	Disallowed regions 

	Lanosterol 14 α demethylase 
	88.9 
	9.7 
	0.7 
	0.7 

	C14 sterol demethylase 
	89.5 
	9.6 
	0.4 
	0.4 

	C14 sterol reductase 
	89.6 
	9.3 
	0.6 
	0.6 

	Alcohol phosphotransferase 
	95.7 
	4.0 
	0.3 
	0.6 

	Squalene epoxidase 
	90.8 
	8.3 
	0.2 
	0.7 



