Supplementary Materials for
Optimization of expression and characterization of a thermostable ssDNA ligase from a Thermus scotoductus bacteriophage TS2126
Supplementary Table 1
List of different terminal substrate sequences

	ssDNA name
	Size (nt)
	Sequence (5'→3')

	P13SHBF-5D1（3D1）
	16
	ggactcaggaggtggt

	P13SHBF-5D2
	16
	agactcaggaggtggt

	P13SHBF-5D3
	16
	tgactcaggaggtggt

	P13SHBF-5D4
	16
	cgactcaggaggtggt

	P13SHBF-3D2
	16
	ggactcaggaggtgga

	P13SHBF-3D3
	16
	ggactcaggaggtggg

	P13SHBF-3D4
	16
	ggactcaggaggtggc


Supplementary Figure 1

Codon optimization alignment (up line: optimized DNA; lower line: original DNA)
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Supplementary Figure 2

Primary mass spectrometry of ssDNA ligase
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