Table 1 KEGG pathway significantly enriched by target genes of differentially expressed miRNAs between HFR and LFR groups

	KEGGE pathway
	P-Value
	Gene_names
	miRNA names
	KEGG ID

	Arginine and proline metabolism
	0.019508348
	ALDH9A1,DAO,evm.model.chr21.170,SRM,P4HA1,arg2-a,AGMAT,evm.model.chr33.437,Sms,GATM,PYCR3,evm.model.chr8.559
	gga-miR-140-3p,dre-miR-145-5p,novel_133
	acyg00330

	Fructose and mannose metabolism
	0.020220868
	TPI1,FBP1,GCK,ALDOB,HK1,evm.model.chr22.704,MPI,ALDOC,FUK,gmppb,evm.model.ctg2812.3
	novel_133,mmu-miR-138-5p
	acyg00051

	Phenylalanine metabolism
	0.03860189
	ALDH3B1,Aldh3b2,evm.model.chr21.170,Aoc3,MIF,evm.model.chr33.437,evm.model.chr8.559
	novel_133,dre-miR-145-5p
	acyg00360

	Glycolysis / Gluconeogenesis
	0.040381873
	ENO1,TPI1,ALDH9A1,ACSS2,FBP1,GCK,LDHB,Aldh3b2,G6pc2,ALDOC,ALDH3B1,ALDOB,ADPGK,HK1
	gga-miR-140-3p,novel_133,mmu-miR-138-5p
	acyg00010

	beta-Alanine metabolism
	0.048261444
	ALDH9A1,ALDH3B1,Aldh3b2,Acads,SRM,Aoc3,ACOX1,Sms,Echs1,GAD2
	gga-miR-140-3p,novel_133
	acyg00410

	Propanoate metabolism
	0.048261444
	ACACB,ACSS2,LDHB,Acads,Mcee,ACOX1,ACACB,MUT,ACAC,Echs1
	novel_133,hsa-miR-221-3p,chi-let-7d-3p
	acyg00640

	Drug metabolism - cytochrome P450
	0.048261444
	MGST1,evm.model.chr1.1295,FMO4,GSTO1,ALDH3B1,Aldh3b2,evm.model.chr21.170,evm.model.chr33.437,GSTM3,evm.model.chr8.559
	mml-miR-153-1-5p,aca-miR-129a-3p,novel_133,dre-miR-145-5p
	acyg00982


