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[bookmark: _Hlk459577468]Supplementary Table 1
[bookmark: _Hlk125728923]Table 1 Plasmids and Strains used in this study  
	Name 
	Description
	Source

	Plasmids
	
	

	p261
	Shuttle vector of M. neoaurum and E.coli, carrying the heat shock (hsp60) promoter, KanR
	[1]

	p261*
	Shuttle vector of M. neoaurum and E.coli, carrying artificial promoter CP6, KanR
	This work

	pFAD-A
	p261，Phsp60-ribA
	This work

	pFAD -B
	p261，Phsp60-ribB
	This work

	pFAD -C
	p261，Phsp60-ribC
	This work

	pFAD -D
	p261，Phsp60-ribD
	This work

	pFAD -F
	p261，Phsp60-ribF
	This work

	pFAD -H
	p261，Phsp60-ribH
	This work

	pFAD -BC               
	p261，Phsp60-ribB-ribC
	This work

	pFAD-RoSMO
	p261，Phsp60-ribB-ribC- Phsp60-RoStyA2B
	This work

	pFAD-PaSMO
	p261，Phsp60-ribB-ribC- Phsp60-PaStyA2B
	This work

	pFAD-NfSMO
	p261，Phsp60-ribB-ribC- Phsp60-NfStyA2B
	This work

	pFAD-No-Cat
	p261，Phsp60- NfStyA2B -CAT
	This work

	pFAD* -BC
	P261*，Pcp6-ribB-ribC
	This work

	pFAD*-No-Cat
	P261*，Pcp6- NfStyA2B -CAT
	This work

	pNF-1
	p261, Phsp60-ribB-ribC- Phsp60- NfStyA2B -CAT
	This work

	pNF-2
	p261- P261*, Phsp60-ribB-ribC- P cp6- NfStyA2B -CAT
	This work

	pNF-3
	P261*，Pcp6-ribB-ribC- Pcp6- NfStyA2B -CAT
	This work

	Strains
	
	

	E. coli DH5α
	E. coli strain for cloning
	TianGen Co., Ltd.

	M.neoaurum ATCC 25795（Mn）
	Wild type strain, the starting strain
	ATCC

	NWIB-I 
	Deletion of kstD, kstD2, kstD3 in M. neoaurum ATCC 25795, 9-OHAD-producing strain
	[2]

	NWIB-I-A
	NWIB-I containing p261-A
	This study

	NWIB-I-B
	NWIB-I containing p261-B
	This study

	NWIB-I-C
	NWIB-I containing p261-C
	This study

	NWIB-I-D
	NWIB-I containing p261-D
	This study

	NWIB-I-F
	NWIB-I containing p261-F
	This study

	NWIB-I-H
	NWIB-I containing p261-H
	This study

	NWIB-I-BC
	NWIB-I containing pFAD-BC 
	This study

	NWIB-I*
	NWIB-I containing p261
	This study

	NF-RoSMO
	NWIB-I containing pFAD-RoSMO 
	This study

	NF-PaSMO
	NWIB-I containing pFAD-PaSMO
	This study

	NF-NfSMO
	NWIB-I containing pFAD-NfFMO
	This study

	NF-P1
	NWIB-I containing pNF-P1
	This study

	NF-P2
	NWIB-I containing pNF-P2
	This study

	NF-P3
	NWIB-I containing pNF-P3
	This study








































Supplementary Table 2 Primers used in this study
	Primers
	Description

	261-ribA-F&R
	CGCGGATCCATGACACGGCTGGATTCCGTCGAAC&

	
	CCCAAGCTTTCACAGCGCGCCACCGGGTTG

	261-ribB-F&R
	CGCGGATCCATGAGAACGACGAGCCAGTCGG&

	
	CCCAAGCTTGAACGTTCTCGAACAGGCCTATTGA

	261-ribC-F&R
	CGCGGATCCATGTTCACCGGAATCGTGGAAGAG&

	
	CCCAAGCTTCTACTCGGCGAACGTGACCGCTGA

	261-ribD-F&R
	CCGGAATTCATGCGGCTGGCGATCGAGCAGTC&

	
	CCCAAGCTTGTGCGCCTGAGCCTGGTACCCAATTGA

	261-ribF-F&R
	CCGGAATTCGTGCAGCGGTGGCGGGGCC&

	
	CCCAAGCTTGCGCTCGATTCTCGCTGCGGGCTG

	261-ribH-F&R
	CGCGGATCCGTGGACGCCTCCACGGTGTCGC&

	
	CCCAAGCTTTCATGAGGCCAGGTCGCGCAGC

	rbs-ribC-F&R
	GAACAGGCCTATTGAACGCGTAAGAGGAGAAATGTTCACCGGAATCGTGGAAG&

	
	CGTACGCTAGTTAACAAGCTTTCAGCGGTCACGTTCGCCGAGT

	cp6-BC- F&R
	TTGACAAAAAAATCAAAATATGGTATAATGGTTGACAATTAATCATCGGCTCGTATAATGCCCCGATCCGGAGGAATCAC&

	
	CTGCGCCCGGCCAGCGTAAGTAGCGGGGTTGACAAAAAAATCAAAATATG

	cp6-rbs-cat-F&R
	CTCGGCGAACGTGACCGCTGAAAGCTTAAGAGGAGAAATGTTCACCCACAACAA&

	
	CTGGCAGTCGATCGTACGCTAGTTAACTCAGCTCGTGGCGGCGTGCTG

	261-Rosmo- F&R
	CAATTGCGGATCCAGCTGCAGAATTCATGCAGTGGCACGAGAAGATC&

	
	TTAACTACGTCGACATCGATAAGCTTATTCTGGGCGTCCGCCAGG

	261-Pasmo- F&R
	CAATTGCGGATCCAGCTGCAGAATTCATGCGGAAGATCGCCATCGTG&

	
	TTAACTACGTCGACATCGATAAGCTTGAAGTCCGGGTGGGACGCGGTG

	261-Nfsmo- F&R
	CAATTGCGGATCCAGCTGCAGAATTCATGTCCGCCCAGCGCCGGATCG&

	
	GATCGCCGCCGACCATCCGGACTTCGCCTGAAAGCTTATCGATGTCGACGT

	261-Nf-cat- F&R
	CCGACCATCCGGACTTCGCCTGAAAGCTTAAGAGGAGAAATGTTCACCCACAACAA&

	
	TTAACTACGTCGACATCGATAAGCTTTCAGCTCGTGGCGGCGTGCTGC

	cp6-F
	GGTACCAGATCTTTAAATCTAGAGGTGACCACAACGAC

	cp6-R1
	tgtcaaccattataccatattttgatttttttgtcaaCCCCGCTACTTACGCTGGC

	cp6-R2
	CGGGGcattatacgagccgatgattaattgtcaaccattatacc

	cp6-R3
	CCATTGCGAAGTGATTCCTCCGGATCGGGGcattatacgag 
GGATCCGCAATTGTCTTGGCCATTGCGAAGTGATTCC

	cp6-infusion-R
	

	2612-F&R
	TGGCATCCGTGGCGCGGCCGCGGTACCGGTGACCACAACGACG&

	
	CACCTCTAGATTTAAAGATCTGGTACCTAAAACGAAAGGCCCAGTCTTTCGAC


[bookmark: _Hlk96528602]Notes: The restriction enzyme sites were underlined，the sequences of cp6 promotor were showed in bold and black little letters






Sequences：
RoStyA2B ATGCAGTGGCACGAGAAGATCCTGCTGACGGTGGTCGTAGCCCGGACGGACGACTCGGGCACCGCGCGGACCGAGCAGCGGGAGGAGCCGACCGTCCGGGACCCGCGTTACGACATACTCTTCGAGCCGGTCGAGATCGGTCCGGTGACCGCGCGTAACCGGTTCTTCCAGGTGCCGCACTGCAACGGCATGGGCTACCGCGACCCGTCGGGGGAGGCCTACATGCGCCGCGTGAAGGCCGAAGGGGGCTGGGCGGTGGTGTGTACCGAGCAAGTCGAGATCCACCCCACCTCGGACATCGGGCCTTTCATCGAGCTGCGGCTGTGGGACGATCAGGACCTGCCGGCCCTGACCCGGATCTCCGAGAAGATCCACGAGGGCGGCAGCCTGGCCGGGATCGAGCTGGCCCACAACGGTCTCAACAGCCCGAACCTCATCAGCCGGGAAACCCCGCTCGGCCCGCAGAACCTCCCCGTCGTCTCCTGGAACTACGACCCCGTGCAGGCCCGCGCCATGACCAAGTCCGACATCGCCGACCTCCGGCATTGGCACAAGGAGGCGGTGCGGCGCTCGCTCAAGGCGGAGTACGACATCGTCTACGTGTACGCGGGGCACGCCATCGGGGGACTGCACCACTTCCTCTCCAGACGGTACAACAACCGGAGCGACGAGTACGGCGGATCGCTCACCAACCGCGTCCGCCTCCTGCGCGAGATCCTCGAAGACTCCCGCGAGGTCGCCGACGGCAAAGCCGCCGTCGCCTGCAGGATCTCGGTGGACGAGCTGCTCGGGGACGAGGGCATCACCCGCAGCGAGATCGAGGACGTCATCGGCCTCCTCGGCGAGACCCCGGACCTGTGGGACTTCGTGCTGGGCTCCTGGGAGGACGACTCGGTCACCAGCCGCTTCGGCCCCGAGGCCGAGCAGGAGCCGTACGTGCGGGGTCTGAAGCAGCTGACCACGAAGCCGGTGGTGGGCGTGGGCCGCTTCACGAGCCCCGACACCATGCTGCACCAGGTCAAGAGCGGCATCCTGGACTTCATCGGAGCCGCGCGCCCCTCGATCGCCGACCCCTACCTGCCGCGGAAGATCGAGGAGGGCAACCTGGAGGACATCAGAGAGTGCATCGGCTGCAACATCTGCGTGAGTGGTGACTTCACCATGTCGCCGATCCGCTGCACCCAGAACCCGACGATGGGCGAGGAGTTCCGGCGGGGCTGGCACCCGGAGCGCATCAAGGTCCGGTCCACCGACTCCAACGTCCTGGTGGTCGGGGCGGGCCCCGCGGGCCTGGAGGCCGCCCGAGCGCTCGGCCAGCGCGGCTACCACGTGTCCCTGGCCGAAGCGTCGCGGCAGTTGGGAGGTAGGGTTACTAGGGAGAGCAAGCTGCCCGGCCTGTCCGCCTGGATCAGGGTCGTCGACTACCGGGAGCAGCAGCTCCGCAAGCTCCCCGACGTGGACGTCTTCATGGAGTCTGAGATGACGGCGGATGACGTGATCGAAAACGACTTCCACCACGTCGTGGTCGCGACCGGCAGCCACTGGCGGCGCGACGGGGTCGGCCGGTGGCACACCCACGCCGTCCCGGTCGATGAGCACGCGGACGTACTGACGCCGGACGACGTCATGGCCGGCTTGCGCCCGCGCGGCAACGAGGTGGTTCTCTTCGACGACGACCACCACTATCTCGGTGCCGTGGTGGCCGAGCTGCTGGCCAAGGAGGGCTTCGACGTGACGCTGATCACGCCCGCCGCTCATGTTTCCCAGTGGACCACCAACACCATGGAGGTGGTCCGCATCCGCAAGCGGATCATCAAGGCGGGCGTCCACGTCCAGGTCAACCGAGCAGTAACGGCCGTCACCCCCCAGGGCGTCCGCACGGTCTGCGCCTTCACCGGCGACGAGCAGTTCGTCGACGCGGACTCCGTGGTCCTGGTCACGGCGCGGCTGCCCCACGACGGCCTTTTCCACGAGCTCCAGTCCCGAGAGTCGGAGTGGGCGGACGCCGACCTGCGCTCCGTCCGTGGCATCGGCGACGCCTGGGCCCCCTCCACGATCGCGGCCGCGGTGTGGTCCGGCCACCGCTACGCCGAGGAGCTCGACGAACCGCCGGCGCCGGGCCCAGTCACCTTCCGCCGCGAGGTCACCGGACTGTCCATCGAACCGGTGGAGAAGTTCTCCGTCCCCCCCCTGGCGGACGCCCAGAAT

PaStyA2B
ATGCGGAAGATCGCCATCGTGGGCGCGGGTGAGAGCGGCGCGCAGCTCGCGCTCGGCCTGCAGCGCGACGGCTACGCCGTCACCCTGCTCTCGGACCGCTCCGCGGCCCAGATCCGCACCGGGAAGGTCATGAGCTCCCAGTGCATGTTCTCCACCGCGCTGGACGCGGAGGCCCACATGGGCACCGCGCTCACCGAGTTCTACGAGAGCGGCGCGGTGCCCGGTATCACGTCCATCCGGCTGCGGGTCGACTCGGACGAGCCGATCGAGTGGGAGGCTCCGCTCGACGGGCCGGCCCGCAGCATCGACCAGCGCATCAAGTCCGCCCTGTGGATCGAGACCTTCGTCGCCGCGGGTGGGGACTTCCGCATCGAAAAGGTGACGCCCCGGATGCTGGAGGAGCTGGCGCACGACTACGAGCTGGTGATCGTCTCCACCGGCAAGGGCGAGATCGGCCAGATCTTCCCGCGCGACAAGGCCAAGTCCCCCTTCGACCGTCCGCAGCGGGTGTTGGCCCTCAACTACGTGACGTCGGACGACGGCGCAAGCGCCGCCGGGACCGGAGGGGCGGGCGATGCGATCCGGATGTCGATGGCGCCCGGCGTCGGGGAGTTCTTCACCTTCCCGGGCCTAACCGTATCGGGCCCGTGCCGCATGATGGTCTTCGAGGGCGTCGTGGGCGGCCCGATGGACCGCTGGGCCGACGTGGGTACTCCCGAGGAGCAGCTGGAGCGCAGTCTCGAAATCCTCCGGGACCACTTCCCCCACGAGGCCGAGAACTTCGCCGCCGCCGAGCTGACGGACAGCGGCGCCACGCTGCTCGGTCGGATCACCCCGACCGTGCGTTTCGCCGTGGGGGAACTGGGCAACGGCAAGCTCGTCTTCGGCCTGGGTGACGCCGTCGTGCTGAACGACCCCCTCACCGGCCAGGGCTCGAACAACGCCACCCTGGCCGCCAAATACTACCTGGACAGCATCATCCGCCGGGGCCAACAGCCGTTCGACCGGGCCTGGATGGAGCGCACCTTCGACGAGTTCTGGCGGGGCTGGGGCCAGTGGGCGGTCGAGTGGACGAACGACCTGCTGAAGCCGCGCAGGGACCACCAGAAGACGTTACTGCGCGAGGCGGCAGACCACCCCGCGCTCGCGGCCTCCATCGTCTCGGGCTTCGACGACCCCCGGACCTCGTACCCCTGGTGGTTCGATCCGACGGCGGCGGCCGACTTCATGCAGGCCCGCAAGGAGGACGACGCGGCCGCCTTCGACGTCCGAGACTTCCGCGGAGCGCTCGGCCAGTTCGCCACCGGGGTGACGGTCGTCACCACCGTCTCGGCCGACGGGCGCAAGGTCGGGATGACCGCCAACTCCTTCACATCGGTGTCCATGGACCCGCCCCTGGTGCTGTGGTGCCCGTCCAAGCGGGCGCCGTCCCTGGGCGACTTCGAGGACGCCACGCACTTCGCCATCAACATTCTGGCGAGCGACCAGCACGTCCTCTCTCGGCAGTTCGCAACCCCGGCCACCGACAAGTTCGCGGGGGTGGAAACGGCGGACGGCATCGCCGGAGTTCCCCTCCTGGAGGGCGCGGTAGCCACGTTCCAGTGCCGGACCGTGGCGCGGCACGACGCCGGCGACCATGTCATCTACGTCGGCGAAGTCGAGTCCTACAACCACCAGGACGGAGCTCCCCTGGTGTTCCACGGCGGCAAGTACCACGCCACCGCGTCCCACCCGGACTTC

NoStyA2B ATGTCCGCCCAGCGCCGGATCGCGATCGTCGGCGCCGGCCAAGCGGGGGCGCTCGTCGCGCTGGGCCTGCGGCGGCACGGCTGCGCCGTCACCTTAATAGGCGACCGGGACCCCGACCAGGTCCGGGCGGGCGGCGTCCTCTCCAGCCAGTGTCTCTTCGGGAGCGCCGTGCGGGTCCTCGACCGCATCGTGGACGGCGGGCTGGCCGCACCGCCGATCGACCGGCTCGCGCTGACCGTGGACGGCGTGGGCACCGTCGTAAGTGGCTTCGATGCGCCCGCGCAGTCCATCGACCAGCGGGTGGCCTGCGCGGCCCTCATCGAGGACTTCGTGGCAGCGGGAGGAGACTTCCGCGTCGCGGACATCGACCCCGCCGGTCTCGACGTCCTCGCGGGGCACCACGACCTGACGATCGTGGCGACCGGCACGGGGGACCTCGGCCGGATGTTCGTCCGCGACGCGGTGCGCAGCCCGTACGACCGTCCGCAGCGCGCTCTAGCTGTCGCCTACGTGCACGGGCTGCTCCCGGACGAGACAGGTGCCGAACTCACCATCACGGTCGCCCCGGGTGTCGGCGAACTGATCACCCTGCCGGCGCTCACGACGACGGGCCCCTGCTCGATCCTGGTTTTCGAAGGCGTGCCCGGCGGACCGATGGACCGCTTCGAGGACGTGACCGGCCCCGAGGAGCACCTGCGCCGCTGCCAGAAGGTCCTTGAGGAGGTCTTCCCCGCCGTGGCCGCGCGCGCCCGTTCCGTCGAGCTGACCGACGAGGGCGCCGTCCTGCGCGGCCGCCTGACGCCGACCGTGCGGAAGCCGGTGGCGTACACCGCCTCGGGCCACCCCGTGCTCGGCCTGGCCGACGCGGTCGTGCTGAACGACCCGGTCACCGCGCAGGGCGCGAACAACGCGGTCCACGCCGCCGGCTCCTACCTGGACGCCGTCTTGCACCGGGGCGCCCGGCCCTTCGACGCCGAGTGGATGCACGAGACCTTCGAGTCGTTCTGGCGCTCCTGGGGCCGCTGGTCGGTCGCCTGGACCAACCGCGTCCTGGCCGGTCTCCCCGCGCACGTCGTCGACCTGGTCCCGGTCGCCGCCCAGGAGCCGGCGGTCGCCGCCCTCTTCGCCGCCGGGTTCGACGACCCCTCGACGCTGCACGACTGGTGGTTCGACCCGGGTGATGCCGAGCGCATGCTGGCGGCGGTGCGCGCCGCGGAGCGGAGCGTGGACCCGAGAGCCCTGCGCAACGCCTTCGGCCAGTACGCCACGGGCGTCACCGTGGTCACCACCCGAGCCCCCGACGGTCGCAAGATCGGCGTCACCGCCAACTCCTTCACCTCCGTGTCGCTGGACCCGCCCCTGATCGCGTGGTGCCCGGCCAAGAAGGCCCCTAGCCTGCCCGACCTGATCGCCGCCTCCCACTTCGCGGTCAACGTCCTGGCGGCGGACCAGCACGAGCTGAGCCGGCAGTTCGCCACCCCCGCTCCGGACAAGTTCGCGGATGTTGCGTACCGGGACGGCATCGCCGGAGTGCCGCTGCTGGAGCGGTCGATCGCCCGTTTCCAGTGCCGCACCGTCCAGCGGGTGGAGGCCGGGGACCACATCATCTTCATCGGCGAGGTCGAGCACTTCGACACCTCCGACGGGGCCCCCCTCGTGTTCCACTCCGGCGGCTACAGGATCGCCGCCGACCATCCGGACTTCGCC
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