
[bookmark: _GoBack]Fig. S1. Gene expression analysis of wound healing factors in normal and burn wound skin: Bar graphs representing quantitative gene expression of IL-1, IL-6, IL-13, TGF-β, VEGF and HGF in normal skin and burn wound tissues at (A) day 1 and (B) day 3 following qPCR analysis. The detailed experimental method is mentioned in the manuscript text and tables. IBM SPSS statistic 21 software was used for Student’s t-test analysis. p-value ≤ 0.05 was considered statistically significant (*** = p ≤ 0.001, ** = p ≤ 0.01 and * = p ≤ 0.05).
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