





Supplementary Table 1. Primers for amplifying the LAV2 genome, 5' and 3' terminal sequences of cDNA from LAV2 genome in this study.
	Primers
	Sequences（5'→ 3')
	Products/bp
	Sites/bp

	LAV2-F
	GATTGTATGGGAGGACTTTT
	422
	1938-1957

	LAV2-R
	CTCTAATGGCGAGGAGATG
	
	2341-2359

	3’RACE -F2768
	TGCACCGCTTCTGTATCGCCCATC
	2768-2791

	3’RACE -F2899
	TGGCGCAGGATGGATGGGTACAAG
	2899-2922

	5’RACE-R1626
	TCCCGCCTTAGTCTTTATTCC
	1606-1626

	5’RACE-R1608
	TCCAAAAGCACGAAGAAAC
	1590-1608

	LAV2-full-F1
	GTAAAATTAACCCGATCACTCGGCAG
	3432
	1-26

	LAV2-full-R3432
	GCACGGGGGGGATCACCA
	
	3415-3432


 




Supplementary Table 2. Similarities of ORFs amino acids sequence and complete nucleotide sequence of LAV2 in this study to those members of the genus Amalgavirus.

	Virus
	 Identities (aa)%
	 Identities (aa)%
	Identities (nt)%

	
	GenBank no.
	ORF1
	GenBank no.
	ORF ‘1+2’
	GenBank no.
	Complete sequence

	Lily amalgavirus 1
	UQR79059
	22.56 
	UQR79058
	44.78 
	OM782323
	51.59 

	Allium cepa amalgavirus 2
	UMM62370  
	21.88 
	YP_009447921  
	44.13 
	NC_036581
	50.48 

	Allium cepa amalgavirus 1
	YP_009447920 
	21.52 
	YP_009447919 
	44.15 
	NC_036580
	49.51 

	Spinach amalgavirus 1
	YP_009388305   
	16.97 
	YP_009388304  
	42.67 
	NC_035070 
	49.51 

	Vicia cryptic virus M
	QLK02322 
	21.52 
	QLK02321    
	41.62 
	MN015673
	49.10 

	Blueberry latent virus
	QJF74569 
	18.39 
	QJF74568  
	40.44 
	MN416031
	49.28 

	Southern tomato virus
	APC94162    
	18.14 
	APC94163
	40.04 
	KX949574
	49.41 

	Rhododendron virus A
	YP_003868437  
	18.92 
	YP_003868436  
	39.28 
	NC_014481
	48.00 

	Zoostera marina amalgavirus 1
	YP_009362303    
	17.63 
	YP_009362302  
	33.97 
	NC_034614 
	48.32 

	Zoostera marina amalgavirus 2
	YP_009362305
	17.63 
	YP_009362304 
	33.46 
	NC_034615
	46.04 













Supplementary File S3
>Lily amalgavirus 2 isolated from China lily, complete genome 3442 bp
GTAAAATTAACCCGATCACTCGGCAGACCCCGCCATTTGTTCTCTTGTAGGTTGCGTGCATGTCGTTCTTCGCCTTGAACTGTTACTGACTTCCTATTTATTTAACTGGTTCCACCTTTTTGTTGTTCGCGTCTGTGCATGTGCAGGTGCCCTCCTCCTCCAGCATGGCCTCAAGTTCGAGTCAGAATGTCAATCCGCTCTTCATGACCATTGCAGAGAAAGAGGCTGAGTTCAAGAAGATGCTCGTCACCCTCGGCGCCGCCGGAATCCCCGTCCACACTTACGGGTACGGCGACATGCTCATGATGGGCTACGACCTCAAATCCTTCCGCAACATGATCCGACCCTTCCTGAGCTTGCCTGACATTGACTCAATCTTCATCGTGCTGACGCTGCTAATCCAGAATCAGATCATAGGGCCCAAGGAGAAGATGACACTCAGGGAGTTGGTGAGAGCCGCGTCTTGGCTCAAGGGCACAGCTGGCCGGGAAGCCCTCGCCAACCTTCAGCACCAGAAGAAACTGCAGAAGAAAAGCCACGGAGAAATGAGCGCTGAAGAAGCGTCACTGTGTAATGCATTCCAGCAACAGCTTATCGATATGTCTGAGTCCAACAAGATGCTGAGAGTGGGATACGAAGAAAGGATCACTGAGCTGAAGCGGCAGATCAACGCGATCCGAAGGGAAAGAGACGTCGCCCTGGAACAGAACAAGGCCCGATTTGCTCCCAGTTCAGCGTACCCTGTTACCGATGAGCCCGCAGTTGTAAGAGAAAGCTGGAAGTTGTACCTTGATGACTGTCTAGCCAACTCCCTTGCCCCACTCGAGGCAACGGAGGAGCATATGGCCGCCGCGAGAGAGAAGTTTGGCCCCATTGTCATCGCACGGCACGCCAAAGACTTTGTTGGGAGGCCGGAGATCCGTGCGGGCTTGGTGGAGTACTGTCGGCTGAAAGTTCTGCACCTTGATAGTGTGAATGAAGACAAGAGGGCGAGTTATTTTCGTCGCATCCTGGAAATCGCTGGTGGAGCAGTTCCTCCTCGCCCAACCCCTACCGTTACGCTCCCGCCTCTTGGAGCTGGTTCCGGTTGGATCCCCAACCCTGATGGGCCTATCGAACAACCTGCCCCTGAAGTTGTGCCTCCACAATCCCCAGCTGTGGAAGTCCCGGCAGAAAGCGACCAAGATGCCGCCTCCGATCTCGAGGCTGGTGGAGACGGCAGGGGAGGACGCAGGGCCCCTAGGCCAAAACGGAAGAATACTGGTGGTGTCCCCACTCGCAGCAAAGCGGGGGGGGGCGATCCCAGTCAGCAGAAGCAAGTTTGAGGCCGGGGTACGGAAGATAATCGGAGGGGGGGAGCTACGGGGTTGGAGGGAGGCCTCCAGTATGTATAGGGGGGGGGGTTGTTACAGCGATGCTCTCAGACTATTGGCCGGCGCAGTCGAGGAGCCCCCTGGCATGACTCTCCCTGGTTTCTTTGGGATTCCTGCAGCACGTGATGCTCTCCGACTCCCCTCCGGTTTGACCGTACCTGATGGCCCGCAGTGCGTCGATGTACATAACTTCAATAATGATGCGACTGCTGGGCCGTTTCTTCGTGCTTTTGGAATAAAGACTAAGGCGGGACTTCGTGACGAGTTGCGGCGCTTTATGTGGAAGTGCTACGATGATTACGCCTGTGGGCGGACCGATGAGAAATCCCTACCGTATCTTTGTGCGAGGGTGGGATACCGTACTAAGCTGGTCACCATGAAGAAAGCTTTTGAGAACTGGACCTCCTATAAGCCTATCGGAAGGGCCGTGATGATGCTTGACGCCCTTGAGCAGTTCTCCTCCTCTCCCCTCTATAATGTTCTGTCGAAGATCTGCTCTGATAGAAGACTTGAGAAGGGCTTTGGGTTCAAGAACACGATCGTGCGCGCGTCCAGTGACTGGATGATTGTATGGGAGGACTTTTCACGCGCGTCCGCTGTGGTTGAGCTCGACTGGAAGAAATTCGATAGGGAGAGGCCCTCTGAGGATATTGGCTTTATGATCGATGTGATTCTCTCCTGCTTCGAAGCCAAGACACCACGTGAGGAACGGCTGCTCCGAGCATACGGTATCATGCTACGCAGGGCACTTGTGGAGAGACCCCTCGTGACGGATGAGGGGGGGGCTTTCTTCATTGATGGGATGGTACCAAGTGGCTCCCTTTGGACCGGATGGCTCGATACTGCGTTGAACATTCTCTACATCACCTCCGTATGCAGATATCTCGGGATGCCGCAGAGTAGGTGGGCGCCCATGTGTGCCGGAGACGATAATCTAACTATCTTCTATGGGGATTTCAAGAAGGAGCATCTCCTCGCCATTAGAGAATATTTGAATAATTGGTATAGAGCTGGGATCGAAGAGGAAGACTTCTTTATCCACTATCCCCCCTTCCATGTGACGAAGGAGCAAGCTTGCTTTCCGCCAGGGACCGATCTTAAGTTGGGCACCTCGAAAATTCTCTCTGATGCGACCTGGGTCCCCTTCGAGGGGCGATGCCCTATTGACCAAGCCGCGGGGAGATCCCACCGATGGCAGTATGTGTTTCGAGGGAAGCCAAAATTTCTTTCCTGCTACTGGCTTCCGAATGGGATGCCAATCCGCCCATCCAGCGACAATTTGGAGAAGCTTCTCTTCCCGGAAGGCATACACGGGGATATCGATGACTACATCCAGGCTGTGGTCTCCATGCTGGTGGATAACCCTTTCAATGCTCACAATGTGAATCACCTCATGCACCGCTTCTGTATCGCCCATCAGCTGAAGAGGATTGCTGCTACTGGTATAAAGGTGGAGCATGCTATGTATATGAGTCGGTTCCGTTGTCCCGGTGGGGATGGGGTGCCATTCCCCGAGATCGCGTGTTGGCGCAGGATGGATGGGTACAAGCCCCTGGAGGAGGTACCCTTTGTGGCGATATGGCTCGAGGATTTCAAGGCATTTTGCGATGGAGTCATGTCACTCTATGCCAGGGCCTCTACCGGAGGTATAGATGCATGGAAATTCTCCTCTATACTGAGGGGGGAGTCCGATCTTGGGGAAGGGCAGTTCGGGTCGGACATCGACGATTGGTGCCGCTGGCTGGGACAGAATCCGCTAACAAAGTATCTTCGCCCTATCAAGAGATTCCAAGGGAGACCCGGAGAAAGAGAAGCAACGGAGGCATGCCTGCGCCAGTTCCACGAATCATCCGAGCGCATGACGCAGCTATTTGGGACAACAGTGATGTCATCGGCCCATGATTATGTAATATGGTTATGTAAGATTATAAAAGGGAAATATCTTTCTTTGTAATGTGTTTGTAACGAGTCACGACGTATTGCCCGGCATGTATGCAAGTTTATATATTGTAATAAATAGGCGGGGGAGGTCAGCCAGCAGTGGTGATCCCCCCCGTGC
The red part indicates the 5' UTR, the blue part indicates the 3' UTR.



