	Table 1: The genus and species of probiotic bacteria that surveyed in this study.

	Lactobacillus acidophilus La-14
	Bifidobacterium longum DJO10A
	Bifidobacterium animalis subsp. lactis Bi-07
	Bacillus subtilis subsp. inaquosorum DE111
	Akkermansia muciniphila DSM 22959

	Lactobacillus acidophilus NCFM
	bifidobacterium longum GT15
	Bifidobacterium animalis subsp. lactis Bl-04
	Bacillus subtilis subsp. spizizenii ATCC 6633
	Bacillus amyloliquefaciens DSM7

	Lactobacillus acidophilus LA1
	Bifidobacterium longum NCC2705
	Bifidobacterium animalis subsp. lactis BLC1
	Bifibobacterium longum subsp. longum 35624
	Bacillus clausii KSM-K16

	Lactobacillus amylolyticus L6
	Bifidobacterium longum subsp. infantis ATCC15697
	Bifidobacterium animalis subsp. lactis HN019
	Bifidobacterium adolescentis ATCC 15703
	Bacillus coagulans 36D1

	Lactobacillus brevis ATCC 367
	Bifidobacterium longum subsp. longum JDM301
	Bifidobacterium animalis subsp. lactis V9
	Bifidobacterium animalis BL3
	Bacillus coagulans strain DSM 2314

	Lactobacillus brevis KB290
	Carnobacterium sp. 17-4
	Bifidobacterium bifidum NCIMB 41171
	Bifidobacterium animalis RH
	Bacillus coagulans S-lac

	Lactobacillus casei (Formerly Lactobacillus paracasei) LOCK919
	Enterococcus durans KLDS6.0930
	Bifidobacterium breve BR03
	Bifidobacterium animalis subsp. lactis  I-2494
	Bacillus licheniformis DSM 13 = ATCC 14580

	Lactobacillus casei BL23
	Enterococcus faecalis strain Symbioflor 1
	Bifidobacterium breve UCC2003
	Bifidobacterium animalis subsp. lactis AD011
	Bacillus sp. DU-106

	Lactobacillus casei LC2W
	Leuconostoc citreum KM20
	Bifidobacterium longum BBMN68
	Bifidobacterium animalis subsp. lactis B420
	Bacillus subtilis PY79

	Lactobacillus casei LC5
	Escherichia coli strain Nissle 1917
	Bifidobacterium longum BORI
	Bifidobacterium animalis subsp. lactis BB-12
	Bacillus subtilis      TO-A JPC

	Lactobacillus reuteri JCM 1112

	Lactobacillus plantarum LZ95
	Lactobacillus johnsonii LBJ456 Contig01
	Lactobacillus fermentum MTCC 5898
	Lactobacillus casei LcA

	Lactobacillus reuteri SD2112
	Lactobacillus plantarum LZ206
	Lactobacillus paracasei ATCC 334
	Lactobacillus fermentum VRI-003
	Lactobacillus casei LcY

	Lactobacillus reuteri ZLR003
	Lactobacillus plantarum ST-III
	Lactobacillus paracasei strain BD-II
	Lactobacillus gasseri 4M13
	Lactobacillus casei subsp. casei ATCC 393

	Lactobacillus rhamnosus (Formerly Lactobacillus casei) LOCK908
	Lactobacillus plantarum 5-2
	Lactobacillus paracasei LC2W
	Lactobacillus gasseri ATCC 33323
	Lactobacillus casei W56

	Lactobacillus rhamnosus 4B15
	Lactobacillus plantarum KLDS1
	Lactococcus lactis subsp. lactis CV56
	Lactobacillus heilongjiangensis DSM 28069
	Lactobacillus casei Zhang

	Lactobacillus rhamnosus ATCC 53103
	Lactobacillus plantarum LZ227
	Lactobacillus pentosus MP-10
	Lactobacillus helveticus H10
	Lactobacillus debrueckii D7

	Lactobacillus rhamnosus GG (ATCC 53103)
	Lactobacillus plantarum subsp. plantarum P-8
	Lactobacillus pentosus SLC13
	lactobacillus helveticus KLDS1.8701
	Lactobacillus fermentum 3872

	Lactobacillus rhamnosus Lc 705
	Lactobacillus plantarum WCFS1
	Lactobacillus plantarum 10CH
	Lactobacillus helveticus MB2-1
	Lactobacillus fermentum CECT 5716

	Lactobacillus rhamnosus SCT-10-10-60, ATCC 11443
	Lactobacillus plantarum YW11
	Lactobacillus plantarum JDM1
	Lactobacillus jensenii SNUV360
	Lactobacillus fermentum F-6

	Lactobacillus salivarius CECT 5713
	Lactobacillus plantarum ZJ316
	Lactobacillus plantarum LPL-1
	Lactobacillus johnsonii NCC 533
	Lactobacillus fermentum 47-7 

	Streptococcus thermophilus CNRZ1066
	Propionibacterium freudenreichii CIRM-BIA1
	Leuconostoc kimchii IMSNU 11154
	Lactococcus lactis subsp. lactis NCDO 2118
	Lactobacillus salivarius UCC118

	Streptococcus thermophilus KLDS 3.1003
	Propionibacterium freudenreichii DSM 20271
	Paenibacillus polymyxa E681


	Bifidobacterium animalis subsp. lactis DSM 10140
	Lactobacillus sp. HFC8

	Lactobacillus gasseri DSM 14869
	Bifidobacterium longum LTBL16
	Streptococcus thermophilus LMD-9
	Streptococcus thermophilus APC151
	Pediococcus pentosaceus LP28

	Weissella cibaria CMU
	Lactobacillus rhamnosus DSM 14870
	Lactobacillus plantarum ATG-K6
	Lactobacillus plantarum ATG-K2
	Lactobacillus plantarum ATG-K8

	Bacillus toyonensis BCT-7112
	Bacillus subtilis subsp. subtilis NCIB 3610
	Bacillus cereus ATCC 14579
	Shewanella sp. Pdp11
	Weissella cibaria CMS1

	
	Lactobacillus curvatus WiKim38




	Table 2: Detaile of analysis whole genome sequences of probiotic bacteria with ARG-ANNOT

	Identity
	Antibiotic resistance gene
	GenBank accession no
	Strain
	Genus/Species

	92.31
89.79
99.52
	(Bla)bla-1
(Bla)bla2
(Fcyn)sBx1
	NZ_CP034551

	ATCC 14579
	Bacillus cereus 

	88.9
	(MLS)cfr(B)
	FN597644
	DSM7
	Bacillus amyloliquefaciens 

	97.41
95.35
90.59
96.76
	(AGly)ant4-Ib
(MLS)erm(34)
(Bla)bcl-1
(Phe)cat
	NC_006582

	KSM-K16
	Bacillus clausii 

	92.9
94.24
	(MLS)msr(D)
(MLS)mef(A)
	NZ_CP033687
	DSM 2314
	Bacillus coagulans 

	100
	(MLS)Lmr(B)
	NC_022898
	PY79
	Bacillus subtilis 

	97.99
	(MLS)Lmr(B)
	CP011882
	TO-A JPC
	Bacillus subtilis 

	92.76
99.25
	(MLS)Lmr(B)
(Bla)bsu-1
	CP013984
	DE111
	Bacillus subtilis subsp. inaquosorum 

	93.25
	(MLS)Lmr(B)
	NZ_CP034943
	ATCC 6633
	Bacillus subtilis subsp. spizizenii 

	100
	(MLS)Lmr(B)
	CM000488
	NCIB 3610
	Bacillus subtilis subsp. subtilis  

	91.10
88.73
	(Bla)bla2
(Fcyn)fosBx1
	NC_022781
	BCT-7112
	Bacillus toyonensis 

	91.97
89.79
99.04
	(Bla)bla-1
(Bla)bla2
(Fcyn)fosBx1
	NZ_CP026607
	DU-106
	Bacillus sp. 

	98.16
	(Tet)tetW
	NZ_CP017098
	BL3
	Bifidobacterium animalis 

	98.16
	(Tet)tetW
	NZ_CP007755
	RH
	Bifidobacterium animalis 

	98.16
	(Tet)tetW
	NC_017215
	I-2494  CNCM
	Bifidobacterium animalis subsp lactis  

	98.11
	(Tet)tetW
	NC_011835
	AD011
	Bifidobacterium animalis subsp. lactis 

	98.16
	(Tet)tetW
	CP003497
	B420
	Bifidobacterium animalis subsp. lactis 

	98.16
	(Tet)tetW
	NC_017214
	BB-12
	Bifidobacterium animalis subsp. lactis 

	98.16
	(Tet)tetW
	CP003498
	Bi-07
	Bifidobacterium animalis subsp. lactis 

	98.16
	(Tet)tetW
	NC_012814
	Bl-04
	Bifidobacterium animalis subsp. lactis 

	98.16
	(Tet)tetW
	NC_017216
	BLC1
	Bifidobacterium animalis subsp. lactis 

	98.16
	(Tet)tetW
	NZ_CP031154
	HN019
	Bifidobacterium animalis subsp. lactis 

	98.16
	(Tet)tetW
	CP001606
	DSM 10140
	Bifidobacterium animalis subsp. lactis 

	98.16
	(Tet)tetW
	NC_017217
	V9
	Bifidobacterium animalis subsp. lactis 

	99.69
	(Tet)tetO
	NZ_CP034770
	BR03
	Bifidobacterium breve 

	98.54
	(Tet)tetW
	NZ_CP031133
	BORI
	Bifidobacterium longum 

	99.95
98.99
	(Tet)tetW
(MLS)lnu(C)
	NC_014656
	BBMN68
	Bifidobacterium longum 

	99.9
	(Tet)tetW
	NC_010816
	DJO10A
	Bifidobacterium longum 

	98.18
	(Tet)tetW
	NC_014169
	JDM301
	Bifidobacterium longum subsp. longum 

	99.8
99.4
97.98
	(MLS)lsa(A)
(MLS)mph(D)
(Tmt)dfrE
	NC_019770
	Symbioflor 1
	Enterococcus faecalis 

	98.26
98.15
97.5
	(Bla)Penicillin_Binding_Protein
(Bla)ampC2
(Bla)ampH
	NZ_CP007799
	Nissle 1917
	Escherichia coli 

	96.28
	(MLS)vat(E)
	NZ_CP012559
	DSM 28069
	Lactobacillus heilongjiangensis 

	98.07
99.56
100
88.94
	(Tet)tetW
(Tet)tetL
(Tmt)dfrG
(Tmt)dfrK
	CP014786
	ZLR003
	Lactobacillus reuteri 
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	Table 3: Detaile of analysis whole genome sequences of probiotic bacteria with Resfinder

	Identity
	Antibiotic resistance gene
	GenBank accession no
	Strain
	Genus/Species

	99.52
	(Fcyn)fosB1
	NZ_CP034551
	ATCC 14579
	Bacillus cereus 

	97.41
95.35
96.64
	(AGly)ant(4')-Ib
(MLS)erm(34)
(Phe)cat
	NC_006582

	KSM-K16
	Bacillus clausii 

	94.24
92.9
	(MLS)mef(A)
(MLS)msr(D)
	NZ_CP033687
	DSM 2314
	Bacillus coagulans 

	100
100
100
	(AGly)aadK
(Tet)tet(L)
(MLS)mph(K)
	NC_022898
	PY79
	Bacillus subtilis 

	97.72
100
100
	(MLS)mph(K)
(AGly)aadK
(Tet)tet(L)
	CP011882
	TO-A JPC
	Bacillus subtilis 

	100
100
100
	(Tet)tet(L)
(MLS)mph(K)
(AGly)aadK
	CM000488
	NCIB 3610
	Bacillus subtilis subsp. subtilis  

	99.04
	(Fcyn)fosB1
	NZ_CP026607
	DU-106
	Bacillus sp. 

	98.85
	(Tet)tet(W)
	NZ_CP017098
	BL3
	Bifidobacterium animalis 

	98.85
	(Tet)tet(W)
	NZ_CP007755
	RH
	Bifidobacterium animalis 

	98.85
	(Tet)tet(W)
	NC_017215
	CNCM I-2494
	Bifidobacterium animalis subsp lactis  

	98.8
	(Tet)tet(W)
	NC_011835
	AD011
	Bifidobacterium animalis subsp. lactis 

	98.85
	(Tet)tet(W)
	CP003497
	B420
	Bifidobacterium animalis subsp. lactis 

	98.85
	(Tet)tet(W)
	NC_017214
	BB-12
	Bifidobacterium animalis subsp. lactis 

	98.85
	(Tet)tet(W)
	CP003498
	Bi-07
	Bifidobacterium animalis subsp. lactis 

	98.85
	(Tet)tet(W)
	NC_012814
	Bl-04
	Bifidobacterium animalis subsp. lactis 

		98.85
	



	(Tet)tet(W)
	NC_017216
	BLC1
	Bifidobacterium animalis subsp. lactis 

	98.85
	(Tet)tet(W)
	NZ_CP031154
	HN019
	Bifidobacterium animalis subsp. lactis 

	98.85
	(Tet)tet(W)
	NC_017217
	V9
	Bifidobacterium animalis subsp. lactis 

	98.85
	(Tet)tet(W)
	CP001606
	DSM 10140
	Bifidobacterium animalis subsp. lactis 

	99.69
	(Tet)tet(O)
	NZ_CP034770
	BR03
	Bifidobacterium breve 

	98.65
	(Tet)tet(W)
	NZ_CP031133
	BORI
	Bifidobacterium longum 

	99.95
98.99
	(Tet)tet(W)
(MLS)lnu(C)
	NC_014656
	BBMN68
	Bifidobacterium longum 

	99.9
	(Tet)tet(W)
	NC_010816
	DJO10A
	Bifidobacterium longum 

	99.11
	(Tet)tet(W)
	NC_014169
	JDM301
	Bifidobacterium longum subsp. longum 

	99.8
	(MLS)lsa(A)
	NC_019770
	Symbioflor 1
	Enterococcus faecalis 

	99.46
	(AGly)aac(6')-Iih
	NZ_CP012384
	KLDS6.0930
	Enterococcus durans 

	98.13
	(MLS)mdf(A)
	NZ_CP007799
	Nissle 1917
	Escherichia coli 

	96.28
	(MLS)vat(E)
	NZ_CP012559
	DSM 28069
	Lactobacillus heilongjiangensis 

	99.64
99.01
100
	(Tet)tet(L)
(Tet)tet(W)
(Tmt)dfrG
	CP014786
	ZLR003
	Lactobacillus reuteri 

	98.28
	(Bla)blaOXA-548
	NZ_CP015194
	Pdp11
	Shewanella sp. 
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