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Figure S1. Evanno's delta K plots based on the finally selected 11 microsatellite loci of 246 M. unguiculatus samples from the seven populations in South Korea.
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Figure S2. Bar plots of the genetic structure of the seven M. unguiculatus populations in South Korea based on the finally selected 11 microsatellite markers. Each individual is represented by a vertical line with distinct color proportion associated with the probabilities of membership proportional to each of the inferred K groups at K = 3, 4, and 5. HSA, Hansan-do; KOM, Geomun-do; KOS, Goseong-do; SAB, Sapsi-do; SOC, Socheong-do; TOK, Dokdo; UJI, Uljin.
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