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[bookmark: _GoBack]Fig. S7 Construction and verification of T. reesei deletion mutant, which were performed as described in our previous study [1]. a: The skeleton schematic diagram to delete plc-e in the parent strain RUT-C30. b: The skeleton schematic diagram to delete zafA in the parent strain RUT-C30. c: The skeleton schematic diagram to delete crz1 in the parent strain RUT-C30. d: Validated electrophoretic diagram to verify the knockout of plc-e, zafA, and crz1 in the parent strain RUT-C30, respectively; M: marker. 
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