[bookmark: _GoBack]Table S1: The genes expression (Dormancy vs.NC)
	Gene Name
	Dormancy1 
	Dormancy2 
	Dormancy3 
	NC1 
	NC2 
	NC3 

	ACER3
	4.41
	3.5
	4.02
	6.15
	5.85
	5.79

	PTGS1
	0
	0.03
	0.04
	0.17
	0.14
	0.15

	CYP27B1
	0.2
	0.16
	0.32
	0.79
	0.69
	0.65

	SRD5A3
	7.13
	7
	7.3
	10.46
	9.32
	9.45

	CYP1A1
	0.31
	0.35
	0.43
	1.17
	0.99
	1.01

	EBP
	42.79
	43.08
	50.84
	154.81
	132.43
	138.57

	GGT2
	2.1
	2.47
	2.89
	0.7
	1.21
	1.07

	PLA2G4C
	5.81
	6.76
	7.92
	0.69
	0.41
	0.53

	AKR1C3
	1658.61
	1790.23
	2098.38
	995.25
	960.64
	900.03

	BDH2
	16.36
	18.53
	16.46
	3.9
	6.3
	4.62

	CYP2J2
	0.34
	0.4
	0.31
	0.03
	0.04
	0

	STS
	1.43
	1.27
	1.13
	0.29
	0.39
	0.41

	CYP3A5
	6.95
	6.84
	5.67
	1.45
	1.96
	2.01

	LPIN3
	4.16
	4.35
	3.85
	1.78
	1.88
	1.96

	DGKA
	22.59
	22.8
	17.94
	2.65
	1.53
	1.54

	CYP2U1
	1.07
	1.06
	0.92
	0.47
	0.51
	0.28

	GGT1
	115.81
	98.42
	102.03
	24.29
	47.71
	30.78

	GPX1
	1534.15
	1475.94
	1413.33
	311.07
	459.92
	318.01

	LPIN1
	2.62
	2.35
	2.35
	1.12
	1.2
	1.11

	PTGES
	92.16
	88.8
	97.31
	53.26
	35.08
	33.12

	ALDH2
	56.69
	54.19
	51.94
	28.89
	15.77
	16.18

	CDS1
	0.42
	0.36
	0.35
	0.13
	0.05
	0.03

	ALOX5
	10.46
	10.62
	10.77
	0.15
	0.1
	0.06

	AKR1B15
	7.15
	7.33
	7.66
	2.7
	1.55
	2.17

	AKR1C4
	1.31
	1.38
	1.29
	0.44
	0.28
	0.31

	ELOVL4
	0.5
	0.5
	0.49
	0.16
	0.05
	0.16

	RMDN2
	4.72
	4.11
	3.98
	1.68
	1.29
	1.63

	ACSL4
	12.81
	11.95
	11.04
	3.93
	3.01
	4.28

	PLPP1
	32.56
	35.18
	27.88
	24.72
	15.87
	13.11

	ACAA1
	51.3
	46.4
	46.66
	39.62
	19.71
	25.74

	NEU1
	15.77
	15.57
	15.26
	10.58
	5.1
	6.54

	HMGCL
	19
	16.59
	18.11
	12.04
	6.98
	7.74

	SMPD1
	8.42
	7.5
	6.89
	2.41
	3.41
	2.4

	NEU4
	0.28
	0.2
	0.18
	0
	0.04
	0

	ARSA
	16.68
	13.05
	11.14
	1.61
	3.88
	2.32

	PNPLA2
	48.85
	36.68
	31.62
	6.5
	18.94
	10.58

	PLD3
	188.88
	145.25
	131.28
	48.46
	86.97
	58.26

	ARVCF
	2.36
	1.88
	1.45
	0.32
	0.64
	0.41

	MVP
	71.92
	61.66
	53.26
	19.59
	28.41
	19.62

	ACACA
	5.16
	4.55
	4.11
	2.68
	3.09
	2.57

	DGKH
	0.52
	0.42
	0.31
	0.18
	0.16
	0.27

	SCP2
	34.55
	30.87
	23.86
	12.25
	9.7
	14.07

	ACHE
	4.93
	3.72
	2.95
	0.12
	0.3
	0.28

	CYP3A7
	1.45
	1.05
	0.74
	0.03
	0.04
	0.03

	ACER2
	3.64
	3.17
	2.48
	0.39
	0.34
	0.39

	LYPLA2
	52.39
	45.34
	38.85
	24.12
	21.19
	20.93

	SCD5
	13.13
	12.37
	8.42
	4.68
	3.17
	3.21

	UGT2A3
	0.3
	0.25
	0.1
	0.02
	0
	0

	GPD1L
	3.56
	3.17
	2.36
	1.85
	1.43
	1.8

	ASAH1
	44.91
	35.5
	25.99
	13.81
	8.94
	11.54
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