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Supplementary Material

[image: ]Fig. S1 Schematic diagram of light blocking of peanut canopy by maize in east-west (a) and north-south (b) orientation. EW and NS represent east‒west and north‒south row orientations of peanut-maize intercropping, respectively.

[image: ]
Fig. S2 Pearson correlation between peanut biomass and rhizosphere 13C allocation. The blue shaded area represents the 95% confidence interval.
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Fig. S3 The dissimilarity of microbial communities between planting orientation based on Bray-Curtis dissimilarity.  EW and NS represent east‒west and north‒south row orientation of peanut-maize intercropping, respectively. Significant differences were determined by Student's t test and are marked as follows: ***, P < 0.001.
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[bookmark: OLE_LINK3]Fig. S4 Phylogenetic relationship (neighbor-joining algorithm) of strain BD1 (red font) with related Alternaria based on ITS1-5.8S-ITS2 sequence. Bootstrap values >70% are indicated above the branch nodes.

[image: ]
[bookmark: _Hlk124114866]Fig. S5 Chlorophyll content of St-go and Lt-go treatments and control in rhizosphere transplantation experiment (n=10). Control refers to adding the same amount of sterilized water. St-go and Lt-go means seedling was watered with 5 mL of suspension extracted from shade and light treatment, respectively. Significant differences were determined by one-way ANOVA and marked as follows: ns, not significantly different.
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