y table 2 : D i i in the

king pipeline CATD

Method name Package/framework Type

1 Bisque BisqueRNA R package  supervised

2 bsegsc bseqgsc R package by githt supervised
CDSeq R packages from

3 CDSeq CRAN(/github’ unsupervised®
CIBERSORT R source

4 CIBERSORT code under license® supervised

5 CPM scBio CRAN R-package  supervised

6 DCQ ComiCs R package from C supervised

7 momf omnideconv supervised

Principle Category
nnls regression single-cell
uses CIBERSORT ( n-support vector single-cell

probabilistic model bulk

n-support vector regression bulk
linear SVR (the "LiblineaR" R packag single-cell
elastic net regularization (gmlet pack: bulk
Matrix Factorization

8 debCAM_mark: debCAM Bioconductor R pac semi-supervised Convex analysis of mixtures bulk
9 AutogeneS  omnideconv supervised feature selection and Nu-SVR, single-cell
10 deconf CellMix R package unsupervised Alternate least-square NMF method, using heuristic co bulk
11 DeconRNASeq D q Rp: g upervised by quadratic proy bulk
12 DSA CellMix R package supervised linear regression ( solve by quandratic pr bulk
13 dtangle dtangle package is on CR; supervised linear regression bulk
14 DWLS DWLS R package from githu supervised d-wls regression single-cell
15 elasticnet glmnet R package from CRA semi-supervised elastic net regression bulk
16 EPIC EPIC R package from github semi-supervised constrained wls regression bulk
17 EpiDISH EpiDISH R package from bio semi-supervised robust partial correlations bulk
18 FARDEEP FARDEEP R package from C semi-supervised least trimmed squares regression bulk
19 lasso glmnet R package from CRA i-supervis lasso i bulk
20 MuSIC MuSiC R package from githu supervised weighted nnls regression single-cell
21 nnls nnls R package from CRAN supervised nnls regression bulk
22 ols - supervised ols regression bulk
23 proportionsinAc ADAPTS package supervised linear regression bulk
24 ridge gmlet package supervised generalised linear model ridge bulk
25 RLR MASS supervised robust linear regression bulk
26 SCDC r package github supervised feature selection and nnls single-cell
27 ssFrobenius  CellMix R package semi-supervised Semi-supervised NMF algorithm for Euclidean distanc bulk
28 ssKL CellMix R package semi-supervised Semi-supervised NMF algorithm for KL divergence, u: bulk
29 TIMER TIMER web supervised supervised single-cell

*CDSeq was initial built in MATLAB code and then was implemented in R
**CDSeq utilises an unsupervised learning framework that doesn't need a reference prior to deconvolution, it can use a single-cell reference if that is available in order to annotate the discovered cell types

Repol/website

https://github.com/cozygene/bisque
https://github.com/shenorrLab/bsegsc

https://github.com/kkang7/CDSeq_R_Package

https://cibersortx.stanford.edu/
https://github.com/amitfrish/scBio
https://cran.r-project.org/web/packages/ComlICS/index.html .http://dcg.tau.ac.ill

https:/ ductor.ore M.html, http://bi Jctor, iar
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