Supplementary Table 1 Genotype and allele frequencies of twenty-two SNPs in the GRM5 gene in female patients with schizophrenia and controls

	SNP#
	dbSNP ID
	
	Genotype
	P-valuea
	OR (95% CI) of Log-additive
	Allele
	P -valuea 

	1
	rs3824927
	
	AC
	CC
	AA
	0.420
	0.910 (0.710-1.150)
	C
	A
	0.420

	
	
	Patients
	137
	73
	54
	
	
	283
	245
	

	
	
	Controls
	124
	86
	54
	
	
	296
	232
	

	2
	rs566277
	
	CC
	CG
	GG
	0.920
	1.030 (0.780-1.360)
	C
	G
	0.860

	
	
	Patients
	157
	90
	17
	
	
	404
	124
	

	
	
	Controls
	153
	94
	16
	
	
	400
	126
	

	3
	rs2306153
	
	AA
	AG
	GG
	0.250
	1.170 (0.701-1.930)
	A
	G
	0.530

	
	
	Patients
	233
	31
	0
	
	
	497
	31
	

	
	
	Controls
	230
	32
	2
	
	
	492
	36
	

	4
	rs666229
	
	GG
	AG
	AA
	0.870
	1.070 (0.820-1.400)
	G
	A
	0.630

	
	
	Patients
	136
	109
	19
	
	
	381
	147
	

	
	
	Controls
	132
	110
	22
	
	
	374
	154
	

	5
	rs594561
	
	AG
	GG
	AA
	0.740
	1.090 (0.850-1.390)
	G
	A
	0.490

	
	
	Patients
	120
	109
	35
	
	
	338
	190
	

	
	
	Controls
	118
	104
	41
	
	
	326
	200
	

	6
	rs504183
	
	AA
	AC
	CC
	0.260
	0.820 (0.640-1.060)
	A
	C
	0.120

	
	
	Patients
	117
	112
	35
	
	
	346
	182
	

	
	
	Controls
	129
	110
	24
	
	
	368
	158
	

	7
	rs12422021
	
	GG
	AG
	AA
	0.055
	0.600 (0.380-0.960)
	G
	A
	0.030

	
	
	Patients
	216
	46
	2
	
	
	478
	50
	

	
	
	Controls
	235
	27
	2
	
	
	497
	31
	

	8
	rs679333
	
	AA
	AC
	CC
	0.550
	1.020 (0.780-1.320)
	A
	C
	0.890

	
	
	Patients
	122
	119
	23
	
	
	363
	165
	

	
	
	Controls
	126
	109
	29
	
	
	361
	167
	

	9
	rs16915127
	
	GG
	AG
	AA
	0.780
	1.050 (0.810-1.360)
	G
	A
	0.690

	
	
	Patients
	131
	105
	28
	
	
	367
	161
	

	
	
	Controls
	124
	113
	27
	
	
	361
	167
	

	10
	rs4753778
	
	TT
	AT
	AA
	0.480
	0.960 (0.730-1.270)
	T
	A
	0.780

	
	
	Patients
	146
	102
	16
	
	
	394
	134
	

	
	
	Controls
	153
	89
	20
	
	
	395
	129
	

	11
	rs591849
	
	AG
	AA
	GG
	0.110
	0.960 (0.75-1.220)
	A
	G
	0.710

	
	
	Patients
	143
	72
	49
	
	
	287
	241
	

	
	
	Controls
	119
	87
	58
	
	
	293
	235
	

	12
	rs598408
	
	GG
	AG
	AA
	0.035
	0.970 (0.630-1.520)
	G
	A
	0.909

	
	
	Patients
	222
	42
	0
	
	
	486
	42
	

	
	
	Controls
	227
	33
	4
	
	
	487
	41
	

	13
	rs982709
	
	AC
	CC
	AA
	0.140
	0.33(0.07-1.630)
	C
	A
	0.150

	
	
	Patients
	6
	256
	0
	
	
	518
	6
	

	
	
	Controls
	2
	262
	0
	
	
	526
	2
	

	14
	rs567990
	
	AG
	GG
	AA
	0.053
	0.750 (0.590-0.950)
	G
	A
	0.010

	
	
	Patients
	125
	62
	77
	
	
	249
	279
	

	
	
	Controls
	126
	81
	56
	
	
	288
	238
	

	15
	rs12421343
	
	GG
	AG
	AA
	0.003
	0.540(0.350-0.830)
	G
	A
	0.004

	
	
	Patients
	208
	50
	6
	
	
	466
	62
	

	
	
	Controls
	229
	35
	0
	
	
	493
	35
	

	16
	rs7120151
	
	GG
	AG
	AA
	0.400
	0.940 (0.730-1.220)
	G
	A
	0.640

	
	
	Patients
	124
	115
	25
	
	
	363
	165
	

	
	
	Controls
	135
	100
	29
	
	
	370
	158
	

	17
	rs5016282
	
	AA
	AG
	GG
	0.560
	1.110 (0.840-1.480)
	A
	G
	0.480

	
	
	Patients
	154
	95
	15
	
	
	403
	125
	

	
	
	Controls
	143
	107
	14
	
	
	393
	135
	

	18
	rs7932640
	
	AG
	GG
	AA
	0.300
	0.890 (0.690-1.140)
	G
	A
	0.350

	
	
	Patients
	132
	96
	36
	
	
	324
	204
	

	
	
	Controls
	114
	111
	37
	
	
	336
	188
	

	19
	rs7125164
	
	AC
	AA
	CC
	0.490
	1.160 (0.910-1.480)
	A
	C
	0.240

	
	
	Patients
	125
	99
	40
	
	
	323
	205
	

	
	
	Controls
	125
	89
	49
	
	
	303
	223
	

	20
	rs7101540
	
	TT
	AT
	AA
	0.110
	0.630 (0.400-0.970)
	T
	A
	0.040

	
	
	Patients
	210
	52
	2
	
	
	472
	56
	

	
	
	Controls
	228
	35
	1
	
	
	491
	37
	

	21
	rs11018441
	
	GG
	CG
	CC
	0.520
	0.970 (0.740-1.270)
	G
	C
	0.810

	
	
	Patients
	143
	104
	17
	
	
	390
	138
	

	
	
	Controls
	150
	92
	21
	
	
	392
	134
	

	22
	rs5015672
	
	AG
	AA
	GG
	0.610
	1.140 (0.690-1.890)
	A
	G
	0.620

	
	
	Patients
	33
	231
	0
	
	
	495
	33
	

	
	
	Controls
	37
	227
	0
	
	
	491
	37
	


a the signiﬁcance of bold values is P<0.05.
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