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Fig. S1 Expression levels using the FPKM values of genes from representative terms. (a) ko00710 in Group II. (b) GO:0019684 in Group I. (c) GO:0010033 in Group I. (d) GO:0005576 in Group III. Genes had been kept non-redundant among terms, and they were described referring to Arabidopsis homologs (in brackets) when available.
