Supplementary information S1

Plasmid: PMD19T
Competent cell: E.coli DH5a



Primers: Aci_F, Aci _R
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Primers: Com_F, Com_R
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Primers: Chr_F, Chr_R
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Primers: Ent_F, Ent_R
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Primers: Pan_F, Pan_R
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