Table 2 Shared genetic loci between NAFLD and obesity traits

	Paired phenotypes
	Index SNP
	Chr
	Clump region
	Number
of SNPs
	A1
	A2
	BETA1
	P1
	BETA2
	P2
	P
	PP.H4.abf
	[bookmark: OLE_LINK13]Causal SNP
	Genes within clump region

	BMI
	rs1260326
	2
	chr2:27635463..27851918
	117
	T
	C
	0.076
	5.98×10-6
	-0.011
	3.90×10-10
	9.38×10-14
	0.987
	rs1260326
	C2orf16,CCDC121,FNDC4,GCKR,GPN1,IFT172,KRTCAP3,NRBP1,ZNF512

	
	rs2980888
	8
	chr8:126474356..126507389
	59
	T
	C
	0.118
	1.62×10-10
	-0.010
	1.00×10-7
	8.67×10-17
	0.973
	rs2980888
	TRIB1*

	
	rs12602912
	17
	chr17:65814382..66039350
	67
	T
	C
	0.081
	5.18×10-5
	0.018
	9.90×10-18
	2.43×10-16
	0.942
	rs12602912
	BPTF, C17orf58, KPNA2

	
	rs6547735
	2
	chr2:27789861..27855397
	46
	T
	C
	0.067
	6.44×10-4
	-0.012
	1.60×10-8
	4.17×10-10
	0.933
	rs1919127
	C2orf16,CCDC121,GPN1,ZNF512

	　
	rs11075986
	16
	chr16:53803038..53843533
	53
	C
	G
	0.067
	0.026
	0.032
	5.60×10-26
	5.93×10-26
	0.819
	rs17817449
	FTO

	WC
	rs9937053
	16
	chr16:53798523..53842908
	64
	A
	G
	0.069
	2.12×10-5
	0.073
	1.00×10-100
	6.75×10-115
	0.938
	rs9939973
	FTO

	
	rs4929923
	11
	chr11:8639200..8694073
	701
	T
	C
	-0.064
	1.48×10-4
	-0.020
	1.10×10-8
	7.40×10-9
	0.809
	rs4929947
	TRIM66

	WHR
	rs150966173
	19
	chr19:45396973..45421204
	64
	T
	C
	-0.097
	0.045
	-0.042
	1.72×10-12
	2.35×10-12
	1.000
	rs429358
	APOC1, APOE, TOMM40

	
	rs429358
	19
	chr19:45387459..45428234
	104
	T
	C
	0.137
	1.14×10-8
	0.035
	4.21×10-37
	1.60×10-38
	1.000
	rs429358
	APOC1,APOE,PVRL2,TOMM40

	
	rs140201358
	11
	chr11:823586..823586
	1
	C
	G
	-0.250
	1.00×10-4
	-0.056
	8.25×10-11
	1.85×10-10
	0.967
	rs140201358
	PNPLA2

	
	rs62251424
	3
	chr3:65094802..65094802
	1
	T
	C
	0.082
	2.19×10-5
	0.011
	1.34×10-6
	5.26×10-9
	0.926
	rs62251424
	ADAMTS9-AS2*

	
	rs61811895
	1
	chr1:154918352..154976137
	64
	T
	G
	0.095
	9.75×10-6
	0.012
	4.73×10-6
	4.54×10-9
	0.909
	rs61811895
	CKS1B,FLAD1,LENEP,MIR4258,PBXIP1,PYGO2,SHC1,ZBTB7B

	
	rs15285
	8
	chr8:19819077..19870263
	265
	T
	C
	-0.073
	5.78×10-5
	-0.012
	1.62×10-9
	2.58×10-10
	0.888
	rs15285
	LPL

	
	rs2980856
	8
	chr8:126475770..126507389
	116
	C
	G
	0.101
	5.25×10-10
	0.008
	6.44×10-7
	2.38×10-14
	0.878
	rs2980856
	TRIB1*

	
	rs12596054
	16
	chr16:53834684..53844579
	33
	A
	C
	0.069
	0.002
	0.017
	2.29×10-10
	1.40×10-9
	0.876
	rs12149832
	FTO

	　
	rs12602912
	17
	chr17:65814382..66157981
	676
	T
	C
	0.081
	5.18×10-5
	0.018
	1.23×10-16
	7.32×10-17
	0.825
	rs12602912
	BPTF,C17orf58,KPNA2,LINC00674

	[bookmark: OLE_LINK11]WHRadjBMI
	rs429358
	19
	chr19:45387459..45428234
	104
	T
	C
	0.137
	1.14×10-8
	0.026
	2.29×10-21
	9.30×10-23
	1.000
	rs429358
	APOC1,APOE,PVRL2,TOMM40

	
	rs73001065
	19
	chr19:19092434..19854296
	1557
	C
	G
	0.281
	7.36×10-18
	0.022
	3.68×10-9
	2.69×10-25
	0.992
	rs73001065
	ARMC6,ATP13A1,CILP2,GATAD2A,GMIP,HAPLN4,LPAR2,MAU2,MEF2B,MEF2BNB,MEF2BNB，MEF2B,NCAN,NDUFA13,NR2C2AP,PBX4,RFXANK,SLC25A42,SUGP1,SUGP2,TM6SF2,TMEM161A,TSSK6,YJEFN3,ZNF14,ZNF101

	
	rs60090576
	17
	chr17:39974027..40089169
	272
	A
	G
	0.071
	1.90×10-5
	0.013
	2.54×10-10
	1.25×10-11
	0.981
	rs60090576
	ACLY,FKBP10,KLHL10,KLHL11,NT5C3B,TTC25

	
	rs140201358
	11
	chr11:823586..823586
	1
	C
	G
	-0.250
	1.00×10-4
	-0.085
	9.58×10-23
	3.68×10-23
	0.967
	rs140201358
	PNPLA2

	
	rs62251424
	3
	chr3:65094802..65094802
	1
	T
	C
	0.082
	2.19×10-5
	0.011
	1.45×10-6
	2.83×10-9
	0.926
	rs62251424
	ADAMTS9-AS2*

	
	rs326
	8
	chr8:19819439..19870263
	261
	A
	G
	0.074
	3.63×10-5
	0.010
	2.82×10-7
	1.76×10-9
	0.897
	rs2119690
	LPL

	
	rs61811895
	1
	chr1:154918352..154976137
	64
	T
	G
	0.095
	9.75×10-6
	0.014
	2.49×10-7
	3.02×10-10
	0.892
	rs41264253
	CKS1B,FLAD1,LENEP,MIR4258,PBXIP1,PYGO2,SHC1,ZBTB7B

	
	rs10743577
	12
	chr12:26390761..26390761
	1
	A
	G
	-0.078
	8.44×10-5
	-0.011
	3.94×10-7
	1.15×10-8
	0.827
	rs10743577
	SSPN*

	
	rs12467476
	2
	chr2:27766284..27840640
	130
	T
	C
	-0.076
	2.80×10-5
	-0.009
	1.22×10-5
	1.38×10-8
	0.803
	rs12467476
	C2orf16, ZNF512


Number SNPs: number of SNPs meeting the criteria of P<0.05 and r2>0.2 within the clump region; A1: effect allele; A2: noneffect allele; BEAT1: effect size of the corresponding trait paired with NAFLD; P1: P value of NAFLD paired trait; BEAT2: effect size of NAFLD trait; P2: P value of NAFLD
