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An excel spreadsheet containing Table S1-S6. Table S1. Computational metrics including run time, memory and CPU usage for simulated datasets Table S2. Scores calculated for the mitochondrial assemblies generated by all the 10 tools using simulated dataset Table S3. Information about sequencing depth and number of reads Table S4. Scores calculated for the mitochondrial assemblies based on publicly available dataset including the down sampled data Table S5. Detailed information about True Positives, False Positives, Precision and other metrics Table S6. Information about the Mitochondrial assemblers GitHub commits used in this benchmark study.
