Table S1. Soil sampling procedure and compartment separation

Table S2. PCR conditions

[bookmark: OLE_LINK265][bookmark: OLE_LINK266][bookmark: OLE_LINK263][bookmark: OLE_LINK264][bookmark: OLE_LINK268][bookmark: OLE_LINK267]Table S3. Two-way ANOVAs for the effects of root compartment niches (RC), temporal change (TC) and their interaction (RC×TC) on soil bacterial diversity and richness indices

Table S4. The classification at each taxonomic level of the generalists.

Table S5. One-way ANOVA examining the effects of root compartment niches on the abundance of functional groups.

Table 1. Soil bacterial Shannon diversity, Simpson diversity, Ace richness, and Chao 1 richness indices among three compartments in the tillering, heading, and mature stage. Values with different letters indicate significant differences (analysis of variance; P < 0.05). BS, bulk soil；R1, rhizosphere soil；R2, rhizoplane soil.

Table 2. Major topological properties of the co-occurrence networks of soil bacterial communities in BS, R1, and R2 treatments. BS, bulk soil; R1, rhizosphere soil; R2, rhizoplane soil.
















Table S3. 

	Variables
	RC
	
	TC
	
	RC×TC

	
	F
	P
	
	F
	P
	
	F
	P

	Shannon 
	40.078
	[bookmark: OLE_LINK280][bookmark: OLE_LINK281]<0.001
	
	3.417
	0.055
	
	1.799
	0.173

	Simpson
	8.595
	0.002
	
	1.026
	0.379
	
	.793
	0.545

	Ace
	14.770
	<0.001
	
	3.221
	0.064
	
	1.949
	0.146

	Chao 1
	16.344
	<0.001
	
	3.220
	0.064
	
	2.186
	0.112
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