Supplementary information
Figure S1 The editing efficiencies of A3A-CBE, A3A (Y130F)-CBE, and R33A-CBE for converting C-to-T at (A) T1~T7 target sites, and (B) T8~T14 target sites. The editing efficiencies were calculated from three independent replicates' deep sequencing analysis results. 
Figure S2 The editing efficiencies of A3A-CBE, A3A (Y130F)-CBE, and R33A-CBE for converting C-to-G at (A) T1~T7 target sites, and (B) T8~T14 target sites. The editing efficiencies were calculated from three independent replicates' deep sequencing analysis results. 
Figure S3 The editing efficiencies of A3A-CBE, A3A (Y130F)-CBE, and R33A-CBE for converting C-to-A at (A) T1~T7 target sites, and (B) T8~T14 target sites. The editing efficiencies were calculated from three independent replicates' deep sequencing analysis results. 
Figure S4 The indel frequencies of A3A-CBE, A3A (Y130F)-CBE, and R33A-CBE for converting C-to-delete at (A) T1~T7 target sites, and (B) T8~T14 target sites. The editing frequencies were calculated from three independent replicates' deep sequencing analysis results. 
Figure S5 The editing efficiencies of A3A-CBE, A3A (Y130F)-CBE, and R33A-CBE for converting C-to-N at (A) T1~T7 target sites, and (B) T8~T14 target sites. The editing efficiencies were calculated from three independent replicates' deep sequencing analysis results. 
Figure S6 The editing efficiencies of A3A-CBE, A3A (Y130F)-CBE, and R33A-CBE for converting C-to-T at C1~C20 sites (except C2 site) of different NC motifs based on the results of deep sequencing analysis.
Figure S7 The sequence of the A3A-CBE editing vector. Different colors represented different elements.
Figure S8 The sequence of A3A(Y130F)-CBE editing vector. Different colors represented different elements.
Figure S9 The sequence of the R33A-CBE editing vector. Different colors represented different elements.
Table S1 The target sequences (T1~T14) used in this study. Red letters indicated the PAM sequence of sgRNA.
Table S2 Detail for all pairs of primers used in this study.

