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[bookmark: OLE_LINK5]Supplementary Figure 1 Identification of the immunogenic cell death (ICD) clusters. A, Consensus cluster cumulative distribution function for k = 2–6. B, Consensus clustering matrix for optimal k = 2. C, proportion of ambiguous clustering (PAC) verification curve. D, Principal component analysis (PCA) of patients in the C1 and C2 clusters.
[image: C:\Users\Administrator\Desktop\文章改写-最终版-20220816\文章最终版20220816\Figures\Supplementary Figure 1.tif]
[bookmark: OLE_LINK6]Supplementary Figure 2 The immunogenic cell death (ICD) score of patients in the C1 and C2 clusters.
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[bookmark: OLE_LINK7][bookmark: OLE_LINK8]Supplementary Figure 3 Comparison of IC50 levels of six chemotherapeutic drugs within different clusters.
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[bookmark: OLE_LINK9][bookmark: OLE_LINK10]Supplementary Figure 4 TIDE-score comparison among different clusters.
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[bookmark: OLE_LINK11][bookmark: OLE_LINK12]Supplementary Figure 5 Significantly different hallmark gene sets.
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[bookmark: OLE_LINK1][bookmark: OLE_LINK2][bookmark: OLE_LINK13]Supplementary Figure 6 Differentially expressed genes between the C1 and C2 clusters.
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[bookmark: OLE_LINK14][bookmark: OLE_LINK15]Supplementary Figure 7 Proportions of C1 and C2 clusters within different risk groups.
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